[bookmark: _Hlk41913902]Figure 1:  Predicted Protein Sequence of NR-19240

1      ADPGYLLEDT ICIGYHANNS TDTVDTVLEK NVTVTHSVNL LEDSHNGKLC
51    RLKGIAPLQL GKCNIAGWLL GNPECDPLLP VRSWSYIVET PNSENGICYP
101  GDFIDYEELR EQLSSVSSFE RFEIFPKESS WPNHNTNGVT AACSHEGKSS
151  FYRNLLWLTE KEGSYPKLKN SYVNKKGKEV LVLWGIHHPP NSKEQQNLYQ
201  NENAYVSVVT SNYNRRFTPE IAERPKVRDQ AGRMNYYWTL LKPGDTIIFE
251  ANGNLIAPMY AFALSRGFGS GIITSNASMH ECNTKCQTPL GAINSSLPYQ
301  NIHPVTIGEC PKYVRSAKLR MVTGLRNIPS IQSRGLFGAI AGFIEGGWTG
351  MIDGWYGYHH QNEQGSGYAA DQKSTQNAIN GITNKVNTVI EKMNIQFTAV
401  GKEFNKLEKR MENLNKKVDD GFLDIWTYNA ELLVLLENER TLDFHDSNVK
451  NLYEKVKSQL KNNAKEIGNG CFEFYHKCDN ECMESVRNGT YDYPKYSEES
501  KLNREKVDGV RCRSSGRLVP RGSPGSGYIP EAPRDGQAYV RKDGEWVLLS
551  TFLGHHHHHH HH

Plasmid-derived amino acids – Residues 1 to 8, 511 to 517, 524, 554
HA protein – Residues 9 to 510 [represents amino acid residues 18 to 519 of the native HA protein (GenPept:  AEX92873)]
Thrombin cleavage sequence – Residues 518 to 523
T4 foldon trimerization domain – Residues 525 to 553
Octa-histidine tag – Residues 555 to 562


