[bookmark: _Hlk41913902]Figure 1:  Predicted Protein Sequence of NR-42002

 1 ADPHHHHHHH HSSSDYSDLQ RVKQELLEEV KKELQKVKEE IIEAFVQELR 
51 KRGSLVPRGS PSRSEFVILT GNSSLCPIRG WAIYSKDNSI RIGSKGDVFV 
          101 IREPFISCSH LECRTFFLTQ GALLNDKHSS GTVKDRSPYR ALMSCPVGEA 
          151 PSPYNSRFES VAWSASACHD GMGWLTIGIS GPDNGAVAVL KYNGIITETI 
          201 KSWRKKILRT QESECACVNG SCFTIMTDGP SDGLASYKIF KIEKGKVTKS 
          251 IELNAPNSHY EECSCYPDTG KVMCVCRDNW HGSNRPWVSF DQNLDYQIGY 
          301 ICSGVFGDNP RPEDGTGSCG PVYVDGANGV KGFSYRYGNG VWIGRTKSHS 
          351 SRHGFEMIWD PNGWTETDSK FSVRQDVVAM TDWSGYSGSF VQHPELTGLD 
          401 CMRPCFWVEL IRGRPKEKTI WTSASSISFC GVNSDTVDWS WPDGAELPFS 
          451 IDK 
Plasmid-derived amino acids – Residues 1 to 3 and 61 to 66 
Octa-histidine tag – Residues 4 to 11
Tetramerization domain – Residues 12 to 54
Thrombin cleavage sequence – Residues 55 to 60
NA protein – Residues 67 to 453 [represents amino acid residues 68 to 454 of the native HA protein (GenPept:  ABD77678)]

				


