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  Appendix I for NR-15748


Figure 1:  Predicted Protein Sequence of NR-15748

1	ADPGYLLEDR ICTGITSSNS PHVVKTATQG EVNVTGVIPL TTTPTKSYFA
51	NLKGTRTRGK LCPDCLNCTD LDVALGRPMC VGTTPSAKAS ILHEVKPVTS
101	GCFPIMHDRT KIRQLPNLLR GYENIRLSTQ NVIDAEKAPG GPYRLGTSGS
151	CPNATSKSGF FATMAWAVPK DNNKNATNPL TVEVPYICTE GEDQITVWGF
201	HSDDKTQMKN LYGDSNPQKF TSSANGVTTH YVSQIGSFPD QTEDGGLPQS
251	GRIVVDYMMQ KPGKTGTIVY QRGVLLPQKV WCASGRSKVI KGSLPLIGEA
301	DCLHEKYGGL NKSKPYYTGE HAKAIGNCPI WVKTPLKLAN GTKYRPPAKL
351	LKERGFFGAI AGFLEGGWEG MIAGWHGYTS HGAHGVAVAA DLKSTQEAIN
401	KITKNLNSLS ELEVKNLQRL SGAMDELHNE ILELDEKVDD LRADTISSQI
451	ELAVLLSNEG IINSEDEHLL ALERKLKKML GPSAVEIGNG CFETKHKCNQ
501	TCLDRIAAGT FNAGEFSLPT FDSLNITAAS LNDDGRCRSS GRLVPRGSPG
551	SGYIPEAPRD GQAYVRKDGE WVLLSTFLGH HHHHHHH


Plasmid-derived amino acids – Residues 1 to 8, 536 to 542, 549, 579
HA Protein – Residues 9 to 535 [represents amino acid residues 16-542 of the B/Florida/4/2006 (Yamagata Lineage) HA protein  (GenPept:  ACA33493)]
Thrombin cleavage sequence – Residues 543 to 548
Trimerizing domain – Residues 550 to 578
Histidine Tag – Residues 580 to 587
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