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Streptococcus pneumoniae Gateway® 
Clone Set, Recombinant in Escherichia 
coli, Plate 8 

 

Catalog No. NR-19575 
This reagent is the tangible property of the U.S. Government. 
 

For research use only.  Not for human use. 
 

Contributor: 
Pathogen Functional Genomics Resource Center at the J. 
Craig Venter Institute 
 

Manufacturer: 
BEI Resources 
 

Product Description: 
Clone plates are replicated using a BioMek® FX robot.  
Production in the 96-well format has increased risk of cross-
contamination between adjacent wells.  Individual clones 
should be purified (e.g. single colony isolation and 
purification using good microbiological practices) and 
sequence-verified prior to use.  BEI Resources only confirms 
the clone plate orientation and viability of randomly picked 
clones.  BEI Resources does not confirm or validate 
individual clone identities provided by the contributor. 
 
The Streptococcus pneumoniae (S. pneumoniae) Gateway® 
clone set consists of approximately 2029 sequence validated 
clones from S. pneumonia, strain TIGR4 cloned in 
Escherichia coli (E. coli) DH10B-T1 cells.1  Each open reading 

frame was constructed in vector pDONR221 (Invitrogen) 
with a native start codon and no stop codon.  The sequence 
was validated by full length sequencing of each clone with 
greater than 1X coverage and a mutation rate of less than 
0.2%.  Detailed information about each clone is shown in 
Table 1.   
 
Information related to the use of Gateway® Clones can be 

obtained from Invitrogen.  Recombination was facilitated 
through an attB substrate (attB-PCR product or a linearized 

attB expression clone) with an attP substrate (pDONR221) 
to create an attL-containing entry clone.  The entry clone 
contains recombinational cloning sites, attL1 and attL2 to 

facilitate gene transfer into a destination vector, M13 forward 
and reverse priming sites for sequencing and a kanamycin 

resistance gene for selection.  Please refer to the Invitrogen 
Gateway® Technology Manual for additional details. 
 
Plate orientation and viability were confirmed for NR-19575. 
 

Material Provided: 
Each inoculated well of the 96-well plate contains 
approximately 60 µL of E. coli culture (strain DH10B-T1) in 
Luria Bertani (LB) broth containing 50 µg/mL kanamycin 
supplemented with 15% glycerol. 

Packaging/Storage: 

NR-19575 was packaged aseptically in a 96-well plate.  The 
product is provided frozen and should be stored at -80°C or 
colder immediately upon arrival.  For long-term storage, the 
vapor phase of a liquid nitrogen freezer is recommended.  
Freeze-thaw cycles should be avoided. 
 

Growth Conditions: 
Media: 
LB broth containing 50 µg/mL kanamycin 
LB agar containing 50 µg/mL kanamycin 
Incubation: 
Temperature:  37°C. 
Atmosphere:  Aerobic 
Propagation:  
1. Scrape top of frozen well with a pipette tip and streak 

onto agar plate. 
2. Incubate the plates at 37°C for 18 to 24 hours. 
 

Citation: 
Acknowledgment for publications should read “The following 
reagent was obtained through BEI Resources, NIAID, NIH:  
Streptococcus pneumoniae Gateway® Clone Set, 
Recombinant in Escherichia coli, Plate 8, NR-19575.” 
 

Biosafety Level:  1 
Appropriate safety procedures should always be used with 
this material.  Laboratory safety is discussed in the following 
publication:  U.S. Department of Health and Human Services, 
Public Health Service, Centers for Disease Control and 
Prevention, and National Institutes of Health.  Biosafety in 
Microbiological and Biomedical Laboratories. 5th ed. 
Washington, DC: U.S. Government Printing Office, 2009; see 
www.cdc.gov/biosafety/publications/bmbl5/index.htm. 
 

Disclaimers: 
You are authorized to use this product for research use only. 
It is not intended for human use. 
 
Use of this product is subject to the terms and conditions of 
the BEI Resources Material Transfer Agreement (MTA).  The 
MTA is available on our Web site at www.beiresources.org. 
 
While BEI Resources uses reasonable efforts to include 
accurate and up-to-date information on this product sheet, 
neither ATCC® nor the U.S. Government makes any 
warranties or representations as to its accuracy.  Citations 
from scientific literature and patents are provided for 
informational purposes only.  Neither ATCC® nor the U.S. 
Government warrants that such information has been 
confirmed to be accurate. 
 
This product is sent with the condition that you are 
responsible for its safe storage, handling, use and disposal. 
ATCC® and the U.S. Government are not liable for any 
damages or injuries arising from receipt and/or use of this 
product.  While reasonable effort is made to ensure 

mailto:contact@beiresources.org
http://www.beiresources.org/
http://products.invitrogen.com/ivgn/product/12536017
http://www.invitrogen.com/site/us/en/home/Products-and-Services/Applications/Cloning/Gateway-Cloning/GatewayC-Misc/Online-Seminars.html
http://www.invitrogen.com/site/us/en/home/Products-and-Services/Applications/Cloning/Gateway-Cloning/GatewayC-Misc/Online-Seminars.html
http://tools.invitrogen.com/content/sfs/manuals/gatewayman.pdf
http://www.cdc.gov/biosafety/publications/bmbl5/index.htm
http://www.beiresources.org/
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authenticity and reliability of materials on deposit, the U.S. 
Government, ATCC®, their suppliers and contributors to BEI 
Resources are not liable for damages arising from the 
misidentification or misrepresentation of products. 
 

Use Restrictions: 
This material is distributed for internal research, non-
commercial purposes only.  This material, its product or its 

derivatives may not be distributed to third parties.  Except as 
performed under a U.S. Government contract, individuals 
contemplating commercial use of the material, its products or 
its derivatives must contact the contributor to determine if a 
license is required.  U.S. Government contractors may need a 
license before first commercial sale. 
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Table 1:  Streptococcus pneumoniae Gateway® Clone Set, Recombinant in Escherichia coli, Plate 8 (YSPCH)1 

Clone 
Well 

Position 
Locus ID Description 

ORF 
Length 

Accession 
Number 

Average Depth of 
Coverage 

23162 A01 SP0280 
ribosomal small subunit pseudouridine 

synthase A 
357 NP_344818.1 3.67787 

23163 A02 SP0680 
ribosomal small subunit pseudouridine 

synthase A 
675 NP_345185.1 2.4563 

23167 A03 SP1861 choline transporter 373 NP_346293.1 1.99732 

23168 A04 SP1457 spoU rRNA methylase family protein 142 NP_345911.1 3 

23170 A05 SP1876 segregation and condensation protein A 448 NP_346308.1 2 

23172 A06 SP1547 hypothetical protein SP_1547 232 NP_345994.1 3 

23174 A07 SP0421 
3-ketoacyl-(acyl-carrier-protein) 

reductase 
477 NP_344944.1 3.71908 

23175 A08 SP0347 
capsular polysaccharide biosynthesis 

protein Cps4B 
423 NP_344880.1 2.87234 

23178 A09 SP1810 hypothetical protein SP_1810 205 NP_346243.1 2 

23181 A10 SP1426 ABC transporter ATP-binding protein 2205 NP_345883.1 11.4925 

23185 A11 SP0526 response regulator BlpR 558 NP_345044.1 4.13082 

23187 A12 SP0661 DNA-binding response regulator 657 NP_345166.1 5.33942 

23188 B01 SP0875 
lactose phosphotransferase system 

repressor 
843 NP_345362.1 7.67853 

23189 B02 SP1242 
amino acid ABC transporter ATP-

binding protein 
1257 NP_345707.1 9.18695 

23192 B03 SP0739 MerR family transcriptional regulator 720 NP_345238.1 11.6569 

23194 B04 SP1341 ABC transporter ATP-binding protein 1440 NP_345799.1 15.7333 

23195 B05 SP1877 
site-specific tyrosine recombinase 

XerD-like protein 
448 NP_346309.1 2 

23196 B06 SP1460 
amino acid ABC transporter ATP-

binding protein 
142 NP_345914.1 3 

23197 B07 SP1781 
16S ribosomal RNA methyltransferase 

RsmE 
157 NP_346214.1 2 

23198 B08 SP0944 uridylate kinase 897 NP_345427.1 8.52843 

23199 B09 SP0246 DeoR family transcriptional regulator 324 NP_344785.1 3.62963 

23200 B10 SP1743 hypothetical protein SP_1743 1276 NP_346179.1 3.76803 

23201 B11 SP0017 - 102 - - 

23203 B12 SP1381 ABC transporter ATP-binding protein 1677 NP_345839.1 13.3727 

23205 C01 SP1536 hypothetical protein SP_1536 211 NP_345984.1 - 

23206 C02 SP1624 acyltransferase family protein 595 NP_346064.1 5.95798 
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Clone 
Well 

Position 
Locus ID Description 

ORF 
Length 

Accession 
Number 

Average Depth of 
Coverage 

23213 C03 SP0139 hypothetical protein SP_0139 252 NP_344682.1 14 

23214 C04 SP0675 
short chain dehydrogenase/reductase 

family oxidoreductase 
672 NP_345180.1 4.73214 

23217 C05 SP1731 hypothetical protein SP_1731 1129 NP_346167.1 3.08326 

23218 C06 SP0912 ABC transporter ATP-binding protein 870 NP_345397.1 8.82299 

23220 C07 SP2240 spspoJ protein 2479 NP_346647.1 3.77491 

23221 C08 SP0261 undecaprenyl pyrophosphate synthase 345 NP_344799.1 3.66087 

23222 C09 SP1043 hypothetical protein SP_1043 999 NP_345518.1 8.7037 

23223 C10 SP0610 
amino acid ABC transporter ATP-

binding protein 
625 NP_345122.1 4.4032 

23224 C11 SP0709 
amino acid ABC transporter ATP-

binding protein 
696 NP_345211.1 10.7399 

23226 C12 SP1182 
lactose phosphotransferase system 

repressor 
1188 NP_345651.1 9.44192 

23229 D01 SP0704 hypothetical protein SP_0704 693 NP_345207.1 12.3506 

23230 D02 SP1850 type II restriction endonuclease DpnI 346 NP_346282.1 2 

23232 D03 SP0752 
branched-chain amino acid ABC 

transporter ATP-binding protein 
735 NP_345251.1 12.0463 

23233 D04 SP1862 hypothetical protein SP_1862 373 NP_346294.1 2 

23234 D05 SP1555 dihydrodipicolinate reductase 247 NP_346002.1 3 

23237 D06 SP1956 hypothetical protein SP_1956 787 NP_346383.1 2 

23238 D07 SP0427 acetyl-CoA carboxylase subunit alpha 482 NP_344950.1 4.3444 

23239 D08 SP0036 DNA repair protein RecO 111 NP_344586.1 - 

23240 D09 SP1561 hypothetical protein SP_1561 262 NP_346008.1 3 

23241 D10 SP0867 ABC transporter ATP-binding protein 837 NP_345354.1 7.92593 

23242 D11 SP1403 
inositol monophosphatase family 

protein 
1794 NP_345861.1 13.9978 

23243 D12 SP1387 
spermidine/putrescine ABC transporter 

permease 
1701 NP_345845.1 12.077 

23245 E01 SP2162 PTS system, IIC component 1798 NP_346576.1 2.65517 

23246 E02 SP1407 HAD superfamily hydrolase 1821 NP_345865.1 13.6809 

23247 E03 SP2168 fucose operon repressor 1888 NP_346582.1 3.98888 

23248 E04 SP1598 phosphomethylpyrimidine kinase 424 NP_346042.1 4 

23249 E05 SP1811 tryptophan synthase subunit alpha 205 NP_346244.1 2 

23250 E06 SP1052 hypothetical protein SP_1052 1008 NP_345526.1 9.66865 

23251 E07 SP1902 recombination regulator RecX 523 NP_346333.1 2 

23252 E08 SP0245 
pyruvate formate-lyase-activating 

enzyme 
324 NP_344784.1 4.82716 

23254 E09 SP0324 PTS system, IIC component 387 NP_344860.1 2.85013 

23256 E10 SP2215 30S ribosomal protein S2 2188 NP_346623.1 2.9255 

23257 E11 SP0614 tributyrin esterase 627 NP_345126.1 4.63955 

23261 E12 SP0467 sortase 516 NP_344987.1 3.46124 

23262 F01 SP1662 hypothetical protein SP_1662 763 NP_346101.1 4.64089 

23264 F02 SP1269 choline kinase 1302 NP_345733.1 11.7289 

23265 F03 SP1584 transcriptional repressor CodY 370 NP_346030.1 4 

23267 F04 SP1412 prolipoprotein diacylglyceryl transferase 1875 NP_345870.1 13.7589 

23268 F05 SP1706 hypothetical protein SP_1706 961 NP_346144.1 5.05827 

23269 F06 SP1550 glutathione S-transferase YghU 235 NP_345997.1 3.97872 

23270 F07 SP0726 phosphomethylpyrimidine kinase 705 NP_345227.1 13.0596 

23273 F08 SP1881 glutamate racemase 454 NP_346313.1 2 

23274 F09 SP1933 hypothetical protein SP_1933 712 NP_346361.1 - 
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Length 

Accession 
Number 

Average Depth of 
Coverage 

23275 F10 SP2219 hypothetical protein SP_2219 2197 NP_346627.1 2.29813 

23276 F11 SP1246 Cof family protein 1260 NP_345711.1 4.05397 

23277 F12 SP0795 hypothetical protein SP_0795 771 NP_345292.1 8.61479 

23279 G01 SP0506 
phage integrase family 

integrase/recombinase 
546 NP_345024.1 4.28755 

23280 G02 SP0933 pyrroline-5-carboxylate reductase 885 NP_345417.1 7.32768 

23281 G03 SP1215 FNT family protein 1224 NP_345681.1 5.91095 

23283 G04 SP1461 amino acid ABC transporter permease 142 NP_345915.1 3 

23285 G05 SP2161 PTS system, IID component 1785 NP_346575.1 3.95014 

23288 G06 SP0620 
amino acid ABC transporter amino acid-

binding protein 
627 NP_345132.1 4.75598 

23289 G07 SP0283 
PTS system, mannose-specific IIC 

component 
357 NP_344821.1 3.30532 

23291 G08 SP0724 hydroxyethylthiazole kinase, 705 NP_345225.1 12.0809 

23292 G09 SP0705 hypothetical protein SP_0705 696 NP_345208.1 7.70259 

23293 G10 SP1273 licD1 protein 1308 NP_345737.1 13.185 

23294 G11 SP0771 
peptidyl-prolyl cis-trans isomerase, 

cyclophilin-type 
756 NP_345269.1 8.80556 

23296 G12 SP0262 phosphatidate cytidylyltransferase 345 NP_344800.1 3.70145 

23297 H01 SP2170 zinc ABC transporter permease 1918 NP_346584.1 3.0365 

23299 H02 SP1291 Cof family protein 1332 NP_345755.1 13.0608 

23301 H03 SP1274 licD2 protein 1308 NP_345738.1 13.1919 

23303 H04 SP0831 purine nucleoside phosphorylase 801 NP_345322.1 9.38327 

23304 H05 SP1225 vicX protein 1233 NP_345691.1 7.515 

23306 H06 SP0286 Cof family protein 360 NP_344824.1 3.65556 

23312 H07 SP1394 
amino acid ABC transporter amino acid-

binding protein 
1737 NP_345852.1 12.9424 

23313 H08 SP0904 hypothetical protein SP_0904 867 NP_345389.1 8.78662 

23314 H09 SP0063 PTS system, IID component 189 NP_344612.1 2.94709 

23316 H10 SP0325 PTS system, IID component 387 NP_344861.1 3.29974 

23318 H11 SP2218 rod shape-determining protein MreC 2194 NP_346626.1 2.2753 

23319 H12 SP1098 
inorganic polyphosphate/ATP-NAD 

kinase 
1071 NP_345570.1 10.028 

1All information in this table was provided by J. Craig Venter Institute at the time of deposition. 
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