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Staphylococcus aureus (MRSA), Strain
COL Gateway® Clone Set, Recombinant in
Escherichia coli, Plate 11

Catalog No. NR-19507
This reagent is the tangible property of the U.S. Government.

For research use only. Not for human use.

Contributor:
Pathogen Functional Genomics Resource Center at the J.
Craig Venter Institute

Manufacturer:
BEI Resources

Product Description:

Production in the 96-well format has increased risk of cross-
contamination between adjacent wells. Individual clones
should be purified (e.g. single colony isolation and
purification using good microbiological practices) and
sequence-verified prior to use. BEl Resources does not
confirm or validate individual mutants provided by the
contributor.

The methicillin-resistant Staphylococcus aureus (S. aureus),
strain COL Gateway® clone set consists of 25 plates which
contain 2343 sequence validated clones from S. aureus
strain COL cloned in Escherichia coli (E. coli) DH10B-T1
cells. Each open reading frame was constructed in vector
pDONR™221 (Invitrogen™) with a native start codon and no
stop codon. The sequence was validated by full length
sequencing of each clone with greater than 1X coverage and
a mutation rate of less than 0.2%. Detailed information about
each clone is shown in Table 1.

Information related to the use of Gateway® Clones can be
obtained from Invitrogen™. Recombination was facilitated
through an attB substrate (attB-PCR product or a linearized
attB expression clone) with an aftP substrate (pDONR™221)
to create an attL-containing entry clone. The entry clone
contains recombinational cloning sites, affL1 and attfL2 to
facilitate gene transfer into a destination vector, M13 forward
and reverse priming sites for sequencing and a kanamycin
resistance gene for selection. Please refer to the Invitrogen™
Gateway® Technology Manual for additional details.

Material Provided:

Each inoculated well of the 96-well plate contains
approximately 60 uyL of E. coli culture (strain DH10B-T1) in
Luria Bertani (LB) broth containing 50 pg/mL kanamycin
supplemented with 15% glycerol.

Packaging/Storage:
NR-19507 was packaged aseptically in a 96-well plate. The
product is provided frozen and should be stored at -80°C or
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colder immediately upon arrival. For long-term storage, the
vapor phase of a liquid nitrogen freezer is recommended.
Freeze-thaw cycles should be avoided.

Growth Conditions:

Media:

LB broth or agar containing 50 pg/mL kanamycin.

Incubation:

Temperature: E. coli, strain DH10B-T1 clones should be
grown at 37°C.

Atmosphere: Aerobic

Propagation:

1. Scrape top of frozen well with a pipette tip and streak

onto agar plate.
2. Incubate the plates at 37°C for 18 to 24 hours.

Citation:

Acknowledgment for publications should read “The following
reagent was obtained through BEI Resources, NIAID, NIH:
Staphylococcus aureus (MRSA), Strain COL Gateway® Clone
Set, Recombinant in Escherichia coli, Plate 11, NR-19507.”

Biosafety Level: 1

Appropriate safety procedures should always be used with
this material. Laboratory safety is discussed in the following
publication: U.S. Department of Health and Human Services,
Public Health Service, Centers for Disease Control and
Prevention, and National Institutes of Health. Biosafety in
Microbiological and Biomedical Laboratories. 5th ed.
Washington, DC: U.S. Government Printing Office, 2009; see
www.cdc.gov/biosafety/publications/bmbl5/index.htm.

Disclaimers:
You are authorized to use this product for research use only.
It is not intended for human use.

Use of this product is subject to the terms and conditions of
the BEI Resources Material Transfer Agreement (MTA). The
MTA is available on our Web site at www.beiresources.org.

While BEI Resources uses reasonable efforts to include
accurate and up-to-date information on this product sheet,
neither ATCC® nor the U.S. Government makes any
warranties or representations as to its accuracy. Citations
from scientific literature and patents are provided for
informational purposes only. Neither ATCC® nor the U.S.
Government warrants that such information has been
confirmed to be accurate.

This product is sent with the condition that you are
responsible for its safe storage, handling, use and disposal.
ATCC® and the U.S. Government are not liable for any
damages or injuries arising from receipt and/or use of this
product. While reasonable effort is made to ensure
authenticity and reliability of materials on deposit, the U.S.
Government, ATCC®, their suppliers and contributors to BEI
Resources are not liable for damages arising from the
misidentification or misrepresentation of products.

E-mail: contact@beiresources.org
Tel: 800-359-7370
Fax: 703-365-2898
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Use Restrictions:
This material is distributed for internal research, non- 1.
commercial purposes only. This material, its product or its
derivatives may not be distributed to third parties. Except as
performed under a U.S. Government contract, individuals
contemplating commercial use of the material, its products or
its derivatives must contact the contributor to determine if a
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Table 1: Staphylococcus aureus, Strain COL Gateway® Clones, Plate 11 (ZSAJK)

Support

Clone Well ORF Locus ID Description (Gene name) Accession Average Depth
Position | Length Number of Coverage
2111 AO01 643 SACOL0587 conserved hypothetical protein YP_185473.1 2.821150855
2113 A02 643 SACOL1388 conserved hypothetical protein TIGR00023 YP_186241.1 4.244167963
2115 A03 643 SACOL1724 MutT/nudix family protein YP_186562.1 3.220839813
2117 A04 643 SACOL2190 conserved hypothetical protein YP_187001.1 2.799377916
2119 A05 643 SACOL2339 DNA-3-methyladenine glycosylase YP_187145.1 4.205287714
2121 A06 646 SACOL0284 conserved hypothetical protein YP_185179.1 4.229102167
2123 AQ7 646 SACOL1217 orotate phosphoribosyltransferase YP_186080.1 3.83126935
2126 A08 646 SACOL2522 DedA family protein YP_187316.1 3.541795666
2129 A09 649 SACOL1115 conserved hypothetical protein YP_185979.1 3.537750385
2131 A10 649 | SACOL1158 | Succinate dehydmgﬁgiiﬁ’ cytochrome bS58 | vp 1850211 | 4.252696456
2133 A11 649 SACOL1452 PAP2 family protein YP_186304.1 4.238828968
2136 A12 649 SACOL2285 urease accessory protein UreG YP_187092.1 4.214175655
2137 BO1 649 SACOL2703 ATP phosphoribosyltransferase YP_187489.1 3.223420647
2139 B02 652 SACOL0524 thymidylate kinase YP_185412.1 2.794478528
2141 B03 652 SACOL0604 deoxynucleoside kinase family protein YP_185490.1 3.539877301
2143 B04 652 SACOL0646 conserved hypothetical protein YP_185531.1 3.504601227
2146 B05 652 SACOLQ721 conserved hypothetical protein YP_185602.1 2.711656442
2147 B06 652 SACOLQ752 conserved hypothetical protein YP_185631.1 2.806748466
2151 B0O7 652 SACOL1205 cell-division initiation protein, putative YP_186067.1 3.13190184
2154 BOS 652 | SACOL1776 1'acy"sn'g'Vcero"%puﬁgﬁezate acyltransferase, | vp 1866101 | 3.518404908
2157 B09 655 SACOL2539 sortase YP_187332.1 3.103816794
2159 B10 658 SACOL0338 conserved hypothetical protein YP_185230.1 4.212765957
2161 B11 658 SACOL1221 guanylate kinase YP_186084.1 3.504559271
2163 B12 658 SACOL1374 LexA repressor YP_186227.1 3.525835866
2165 CO1 658 SACOL1602 metallo-beta-lactamase family protein YP_186442.1 4.218844985
2168 C02 658 SACOL1666 uridine kinase YP_186506.1 1.720364742
2169 C03 658 SACOL1735 dephospho-CoA kinase YP_186572.1 3.825227964
2171 Cco4 658 SACOL1905 DNA-binding response regulator, LuxR family | YP_186730.1 4.255319149
2173 C05 658 SACOL2238 ribosomal protein L4 YP_187048.1 4.243161094
2175 C06 658 SACOL2374 transcriptional regulator, TetR family, putative | YP_187178.1 3.518237082
2178 co7 661 SACOL0110 hypothetical protein YP_185014.1 4.246596067
2180 | Co08 661 | SACOLO143 | capsular po'ysamhgg‘;gﬁ'°Sy”thes's protein | vp 1850431 | 4.232980333
2181 C09 661 SACOL0190 | NAD(P)H dehydrogenase (quinone), putative YP_185089.1 4.242057489
2183 C10 661 SACOL0449 lipoprotein, putative YP_185339.1 4.243570348
2185 C11 661 SACOL0644 conserved hypothetical protein YP_185529.1 4.223903177
2187 C12 661 SACOL0654 conserved hypothetical protein YP_185539.1 3.258698941
2189 D01 661 SACOL1101 lipoprotein, putative YP_185965.1 4.213313162
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Clone Well ORF Locus ID Description (Gene name) Accession Average Depth
Position | Length Number of Coverage
2191 D02 661 SACOL1489 recombination protein U YP_186333.1 4.199697428
2193 D03 661 SACOL1638 heat shock protein GrpE YP_186478.1 4.231467474
2195 D04 661 SACOL1848 lipoprotein, putative YP_186679.1 4.21785174
2197 D05 661 SACOL2020 conserved hypothetical protein YP_186839.1 4.252647504
2199 D06 664 SACOL0424 conserved hypothetical protein YP_185315.1 3.503012048
2201 DO7 664 SACOL0647 conserved hypothetical protein YP_185532.1 4.231927711
2203 D08 664 SACOL0650 conserved hypothetical protein YP_185535.1 3.487951807
2205 D09 664 SACOL0651 conserved hypothetical protein YP_185536.1 4.236445783
2207 D10 664 SACOL0835 conserved hypothetical protein YP_185709.1 4.22439759
2209 D11 664 SACOL1440 xpaC protein, putative YP_186292.1 4.246987952
2211 D12 664 SACOL1942 DNA-binding response regulator VraR YP_186767.1 4.240963855
2213 EO1 664 SACOL2104 uracil phosphoribosyltransferase YP_186919.1 4.227409639
2215 E02 664 SACOL2239 ribosomal protein L3 YP_187049.2 4.251506024
2217 EO3 664 SACOL2365 lipoprotein, putative YP_187170.1 4.225903614
2219 E04 667 SACOL0617 hexulose-6-phosphate synthase, putative YP_185502.1 4.227886057
2222 EO5 667 SACOL1784 acetoin utilization protein AcuA YP_186617.1 4.236881559
2223 E06 667 SACOL1819 riboflavin synthase, alpha subunit YP_186651.1 4.256371814
phosphoribosyl-ATP
2225 EQ7 667 SACOL2696 pyrophosphatase/phosphoribosyl-AMP YP_187482.1 3.96101949
cyclohydrolase
2227 E08 670 SACOL0653 conserved hypothetical protein YP_185538.1 3.508955224
2230 E09 670 SACOL0664 endonuclease lll, putative YP_185548.1 4.244776119
2231 E10 670 SACOL1010 GTP pyrophosphokinase YP_185878.1 4.21641791
2235 E11 670 SACOL1830 abortive infection protein family YP_186662.1 4.234328358
2237 E12 670 SACOL2035 conserved hypothetical protein YP_186852.1 4.226865672
2239 FO1 670 SACOL2313 hydrolase, haloacid dehalogenase-like family YP_187120.1 4.246268657
2242 F02 670 SACOL2452 | amino acid ABC transporter, permease protein | YP_187251.1 3.23880597
2243 F03 670 SACOL2537 ABC transporter, ATP-binding protein YP_187330.1 4.262686567
2247 F04 673 SACOL2346 conserved hypothetical protein YP_187152.1 4.222882615
2249 FO5 673 SACOL2714 pyrrolidone-carboxylate peptidase YP_187500.1 4.254086181
2251 FO6 676 SACOL0375 prophage L54a, major tail protein, putative YP_185267.1 4.236686391
2254 FO7 676 SACOL0575 serine acetyltransferase YP_185461.1 4.218934911
2255 FO08 676 SACOL0645 conserved hypothetical protein YP_ 185530.1 3.5
2257 F09 676 SACOL0649 conserved hypothetical protein YP_185534.1 4.223372781
2259 F10 676 SACOL0811 conserved hypothetical protein TIGR00257 YP_185685.1 3.525147929
2261 F11 676 SACOL0900 pathogenicity island protein YP_185771.1 4.229289941
2263 F12 676 SACOL0982 Suab/YciO/YrdC/YwIC family protein YP_185850.1 4.232248521
2265 GO01 676 SACOL1040 ABC transporter, ATP-binding protein YP_185905.1 3.834319527
2267 G02 676 SACOL1236 thiamine pyrophosphokinase YP_186097.1 4.24556213
2269 | GO03 676 | SACOL1420 | Phosphate "a”SpgStsgi’j;em protein PhoU, | vp 1862721 | 4.230769231
2271 G04 676 SACOL1851 hypothetical protein YP_186682.1 4.263313609
2273 G05 676 SACOL2083 thiamine-phosphate pyrophosphorylase YP_ 186899.1 3.50443787
2276 GO06 679 | SACOL0165 4'ph°Sph°pa”tetgfg;é"ir:ra”Sferase family YP_185064.1 | 4.215022091
2277 G07 679 SACOL0691 iron-dependent repressor YP_185573.1 3.197349043
2283 G08 679 SACOL1235 ribulose-phosphate 3-epimerase YP_186096.1 4.231222386
2285 G09 679 SACOL1798 tRNA (guanine-N(7)-)-methyltransferase YP_186631.1 4.24005891
2287 G10 682 SACOL2080 HD domain protein YP_186896.1 4.262463343
2289 G11 682 SACOL2218 adenylate kinase YP_187028.1 4.24340176
2291 G12 682 SACOL2338 hypothetical protein YP_187144.1 4.219941349
2293 HO1 682 SACOL2348 drug transporter, putative YP_187154.1 4.218475073
2295 HO2 685 SACOL0652 conserved hypothetical protein YP 185537.1 4.254014599
2297 HO3 685 SACOL0821 HD domain protein YP_185695.1 3.233576642
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Clone Well ORF Locus ID Description (Gene name) Accession Average Depth
Position | Length Number of Coverage
2299 HO04 685 SACOL1846 hypothetical protein YP_186677.1 2.794160584
2301 HO05 688 SACOL0268 hypothetical protein YP_185163.1 4.203488372
2303 HO6 688 SACOL0545 ribosomal Protein L25 YP_185433.1 3.23255814
2305 HO7 688 SACOL2233 ribosomal protein S3 YP_187043.1 4.223837209
2307 HO8 688 SACOL2330 conserved hypothetical protein YP_187137.1 3.718023256
2310 HO9 688 SACOL2389 | transcriptional regulatory protein DegU, putative | YP_187192.1 4.248546512
2311 H10 691 SACOL0417 MttB family protein YP_185309.1 4.23154848
2313 H11 691 SACOL0619 hydrolase, haloacid dehalogenase-like family YP_185504.1 4.230101302
2315 H12 691 SACOL0627 uracil-DNA glycosylase YP_185512.1 3.837916064
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