[bookmark: _Hlk41913902]Figure 1:  Complete Plasmid Sequence of NR-53587

>NR-53587 lot 70037523 complete plasmid sequence
[bookmark: _GoBack]GCTCAGCAACTCGGGGAGGGGGGTGCAGGGGGGGTTGCAGCCCGACCGACGCGCCCACACCCCCTGCTCACCCCCCCACGCACACACCCCGCACGCAGCCTTTGTTCCCCTCGCAGCCCCCCCCGCACCGCGGGGCACCGCCCCCGGCCGCGCTCCCCTCGCGCACACTGCGGAGCGCACAAAGCCCCGCGCCGCGCCCGCAGCGCTCACAGCCGCCGGGCAGCGCGGAGCCGCACGCGGCGCTCCCCACGCACACACACACGCACGCACCCCCCGAGCCGCTCCCCCCGCACAAAGGGCCCTCCCGGAGCCCCTCAAGGCTTTCACGCAGCCACAGAAAAGAAACAAGCCGTCATTAAACCAAGCGCTAATTACAGCCCGGAGGAGAAGGGCCGTCCCGCCCGCTCACCTGTGGGAGTAACGCGGTCAGTCAGAGCCGGGGCGGGCGGCGCGAGGCGGCGGCGGAGCGGGGCACGGGGCGAAGGCAGCGCGCAGCGACTCCCGCCCGCCGCGCGCTTCGCTTTTTATAGGGCCGCCGCCGCCGCCGCCTCGCCATAAAAGGAAACTTTCGGAGCGCGCCGCTCTGATTGGCTGCCGCCGCACCTCTCCGCCTCGCCCCGCCCCGCCCCTCGCCCCGCCCCGCCCCGCCTGGCGCGCGCCCCCCCCCCCCCCGCCCCCATCGCTGCACAAAATAATTAAAAAATAAATAAATACAAAATTGGGGGTGGGGAGGGGGGGGAGATGGGGAGAGTGAAGCAGAACGTGGGGCTCACCTCGACCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCGGAACTCCATATATGGGCTATGAACTAATGACCCCGTAATTGATTACTATTAATAACTAGTCAATAATCAATGTCGACCCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGTATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTTTGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAGATCAGTTGGGTGCACGAGTGGGTTACATCGAACTGGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGTTCTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAGAATGACTTGGTTGAGTACTCACCAGTCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCGGATCGATCCGCTGGCACGACAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTGAGTTAGCTCACTCATTAGGCACCCCAGGCTTTACACTTTATGCTTCCGGCTCGTATGTTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGCTATGACCATGATTACGCCAAGCTTGGGCTGCAGGTCGAGGGATCTCCATAAGAGAAGAGGGACAGCTATGACTGGGAGTAGTCAGGAGAGGAGGAAAAATCTGGCTAGTAAAACATGTAAGGAAAATTTTAGGGATGTTAAAGAAAAAAATAACACAAAACAAAATATAAAAAAAATCTAACCTCAAGTCAAGGCTTTTCTATGGAATAAGGAATGGACAGCAGGGGGCTGTTTCATATACTGATGACCTCTTTATAGCCAACCTTTGTTCATGGCAGCCAGCATATGGGCATATGTTGCCAAACTCTAAACCAAATACTCATTCTGATGTTTTAAATGATTTGCCCTCCCATATGTCCTTCCGAGTGAGAGACACAAAAAATTCCAACACACTATTGCAATGAAAATAAATTTCCTTTATTAGCCAGAAGTCAGATGCTCAAGGGGCTTCATGATGTCCCCATAATTTTTGGCAGAGGGAAAAAGATCTCAGTGGTATTTGTGAGCCAGGGCATTGGCCACACCAGCCACCACCTTCTGATAGGCAGCCTGCACCTGAGGAGTGAATTATCGCTCGAGTCATTATCACTTTTCGAACTGGGGGTGGCTCCAAGCTGAGCCGCCAGATCCGCCCCCTCCACTACCGCCGCCCTTCTCGAACTGGGGGTGGGACCAGGCGCTATGATGGTGGTGATGGTGGTGATGGCCTGGGCCCTGGAACAGCACCTCCAGGGATCTGCCCAGGAATGTGCTCAGCAGTACCCACTCGCCGTCCTTCCGCACGTAGGCCTGGCCATCTCTGGGGGCCTCGGGGATGTATCCGGATCCCTGCTCGTATTTGCCGAGCTCCTGCAGGTCGATCAGGGACTCGTTCAGGTTCTTGGCCACCTCGTTCAGTCTGTCGATTTCCTTTTGGATGTTCACCACGCTGGCGTTAATGCCACTGATGTCGCCCAGGTCCACATCGGGGCTGGTGTGGTTTTTAAAGTACTTGTCCAGCTCTTCCTTAAAAGAGTCCAGCTCAGGTTGCAGAGGGTCGTACACTGTGTTGTTCACGATTCCGATGACCACGTCACAATTGCCACTCACGAAGGTGTTGTCGGTGGTGATAATCTGGGGTTCGTAGAAGTTTCTTTGTGTCACGAACCAGTGTGTGCCATTGGAAACGAAAACGCCCTCTCTTGGGAAGTGGGCCTTGCCGTCGTGGCAGATGGCAGGGGCGGTTGTGAAATTCTTCTCTTGGGCAGGCACGTATGTCACATGCAGGAACACCACGCCGTGCGGCGCGCTCTGGGGGAAGCTCATCAGGTGATAGCCTTTGCCGCAGAAGTCAACGCGTTTAGACTGTCCCAGCACACACTCGGACATCTTGGTAGCGGCGAGATTGGCGCTGGCTCTTATTTCAGCGGCCCTGATCAGCTGTTGGGTCACGTAGGTTTGCAGGGACTGCAGTCTGCCTGTGATCAGTCTATCGATCTGGACTTCGGCTTCTGGAGGGTCCAGTCTAGACAGGATATCGTTCAGCACAGAGCTGATGGCGCCAAAATTGCTGCTGAGCTGCTTCACCAGGGTGTTCAGGGCTTGGGCGTTCTGATTCACCACGTCCTGCAGTTTGCCCAGGGCGCTGGGGGTAGAGGAGAGGGAGTCCTGGATCTTGCCGATGGCAGAATTGAACTGGTTAGCGATCAGCTTCTGGTTTTCATACAGCACGTTCTGGGTCACGCCGATTCCGTTGAATCTATAGGCCATCTGCATGGGAAAGGGGATCTGCAGGGCGGGGCCGGCGCCAAATGTCCACCCAGATGTGATGGTGCCAGCCAGCAGGGCAGAGGTGTACTGAGCGATCATCTCGTCGGTCAGCAGAGGTGGGAGAACTGTCAGGCCGTTGAATTTCTGGGCGCAGATCAGATCTCTGGCGGCTATGTCGCCCAGGCAATCGCCATACTGTTTGATAAAGCCGGCATCGGCCAGGGTGACCTTGTTGAACAGCAGATCCTCGATAGGGCTCCGCTTGCTAGGCTTAGAAGGATCAGGGAGAATCTGGCTAAAGTTAAAGCCGCCGAAGTCCTTGATAGGTGGGGTCTTGTAGATCTGCTTCACTTGGGCGAACACCTCCTGGGTATTTTTGTCCTGTTCCACGGCGATTCCGGTCAGCGCCCGGTTCAGTTGGGTGCAAAAGGAGCCGTATTGCAGCAGCAGGTTGCTGCATTCAGTGCTGTCGCCACAGATGTACATTGTACAGTCCACGCTGGTCTTGGTCATGCTCACGGGCAGGATCTCTGTTGTGACGCTAATTGTAAAGTTGGTGGGAATGGCGATAGAGTTGTTGGAATAGGCCACGCTGTTCTCTGCGCCCAGGCTCATGGTGTAGGCGATGATGCTCTGGCTAGCTACAGAGGAAGCAGACCCAGGGCTGTTTGTCTGGGTCTGGTAGCTGGCACAGATGCCGGCGCCGATAGGGATGTCGCACTCGTAACTGTTATTCACGTGCTCGGCGCCGATCAGACATCCGGCCCTGGTCTGGAACACATTGGAGCCAGTGGAGTACACTCTCCAAGTAGGTGTCAGCTGATCGGCGTGGATGGCCACAGGAACCTCGGTGCAGTTAACATCTTGGTACAGCACAGCCACCTGGTTGCTGGTATTGGTCCCGGGGGTGATCACAGAAACTCCTCCGAAGGAGCAGGGTGTAATATCCAGGATTTCCAGGGTCTGTGGATCTCTGACGGCATCTGTGGTGTCAGCGATATCACGGCCGAACTGCTGGAAGGGGAGGAACTTTTTGTTGCTTTCGGTCAGCACGCCGGTCCCGGTCAGGCCGTTGAAGTTGAAGTTCACGCATTTGTTCTTAACCAGATTGGTGGACTTCTTAGGACCGCAGACGGTGGCGGGGGCGTGGAGTAACTCGAAGGACAGCACGACCACCCGGTATGGCTGGTAGCCGACTCCATTGGTAGGCTGGAAGCCGTAGCTTTGCAGAGGGAAGTAACAGTTGAAGCCTTCCACCCCGTTACAAGGTGTAGAACCGGCCTGGTAGATCTCTGTGGAGATGTCTCTCTCGAAAGGTTTCAGGTTAGACTTGCGAAACAGCCGGTACAGGTAGTTGTAGTTGCCGCCCACCTTGCTATCCAGGTTGTTAGAGTTCCAGGCGATCACGCAGCCTGTAAAATCATCAGGCAGCTTATAGTTGTAGTCAGCGATCTTACCGGTCTGGCCTGGTGCGATCTGCCGCACCTCATCGCCTCTAATTACGAAGGAGTCGGCGTACACGTTGGTGAAGCACAGGTCATTCAGCTTTGTTGGGGAAACGCCGTAGCACTTGAAGGTGCTGAAAGAGGCGCTGTTATACAGCACGGAGTAGTCGGCCACACAATTGCTGATTCTCTTTCTATTCCAGGCGTAAACGGAGGCAAATCTTGTGGCGTTAAACACCTCGCCGAAGGGGCAGAGGTTGGTAATGTTTGGAAATCGCACGATGCTCTCTGTAGGCTGCACCCGGAAGTTGCTGGTCTGGTAGATGCCCTTTTCCACGGTGAAGGACTTCAGGGTGCACTTTGTCTCAGAGAGAGGGTCCAGGGCGCAGTCGACGGCGTCTGTGATTGTGCCGTTCTCGTTGTACTTCAGCAGGAAGGTTCTAGGTTGCAGGTAGCCCACATAGTAGGCTGCAGCTCCGGCGGTCCATCCGCTGCTGCTGTCGCCAGGAGTCAGGTAGGATCTATGCAGGGCCAGCAGGGTTTGGAACCGCGTTATGTTGATGCCTATGGGCAGGTCGACCAGGGGTTCCAGGGCGCTGAAGCCCTGAGGGAGGTCCCGGACCAGGTTGATGGGTGTGTGCTTGGAGTAGATTTTGAAGTAGCCGTCGATGTTCTTGAACACGAATTCTCTCAGGTTCTTGAAGTTGCCTTGTTTCCCCTCAAGGTCCATCAGAAAAGGCTGAGAGACGTACTCGAATGTGCAGTTGTTGGCGCTGCTGTAGACTCTGAACTCGCTTTCCATCCAGCTCTTGTTGTTCTTGTGGTAGTACACACCCAGGAAAGGATCATTGCAAAACTGGAACTCGCACACCTTGATCACGACGTTCGTGGCATTGTTCACGATCAGGAGGCTCTGTGTTTTGCTATCCAGGGTGGTGCCGAAGATCCAGCCCCGGATGATGTTACTCTTCTCGGTACTGGCGAAGTAAACTCCATCATTGAATGGCAGGACGGGGTTATCAAACCGCTTGGTTCCGTTTGTGCCGCTCACGTGGATGGCGTGGAACCATGTCACGTTGCTGAAGAACGGCAGGAAGAGGTCCTGAGTGCTGTGCAGGACGCTAGATCTGAACACCTTGTCAGGGTAGTACACGCCCCGTGTAAAGCTGTTGGTGTAGGCTGGTGGGAGCTGGGTTCGGGTGGTCAGGTTCACGCACTGGCTGCTCACCAGAGGCAGGAGCACCAGGAACACGAACATGGTGGCGGTACCGAACTCGGCCTGAGACGGCCGCAATTCTTTGCCAAAATGATGAGACAGCACAACAACCAGCACGTTGCCCAGGAGCTGTAGGAAAAAGAAGAAGGCATGAACATGGTTAGCAGAGGCGCTAGAGCCGCCGGTCACACGCCAGAAGCCGAACCCCGCCCTGCCCCGTCCCCCCCGAAGGCAGCCGTCCCCCCGCGGACAGCCCCGAGGCTGGAGAGGGAGAAGGGGACGGCGGCGCGGCGACGCACGAAGGCCCTCCCCGCCCATTTCCTTCCTGCCGGCGCCGCACCGCTTCGCCCCGCGCCCGCTAGAGGGGGTGCGGCGGCGCCTCCCAGATTTCGGCTCCGCACAGATTTGGGACAAAGGAAGTCCCTGCGCCCTCTCGCACGATTACCATAAAAGGCAATGGCTGCGGCTCGCCGCGCCTCGACAGCCGCCGGCGCTCCGGGGGCCGCCGCGCCCCTCCCCCGAGCCCTCCCCGGCCCGAGGCGGCCCCGCCCCGCCCGGCACCCCCACCTGCCGCCACCCCCCGCCCGGCACGGCGAGCCCCGCGCCACGCCCCGTACGGAGCCCCGCACCCGAAGCCGGGCCGT


[bookmark: _Hlk41916052][image: ]Figure 2:  Plasmid Map of NR-53587
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