Rhesus TRIM5alpha Protein Sequence

MASGILLNVKEEVTCPICLELLTEPLSLHCGHSFCQACITANHKKSMLYKEGERSCPVCRISYQPENIQPN
RHVANIVEKLREVKLSPEEGQKVDHCARHGEKLLLFCQEDSKV ICWLCERSQEHRGHHTFLMEEVAQEYHV
KLQTALEMLRQKQQEAEKLEAD IREEKASWK1QIDYDKTNVSADFEQLRE I LDWEESNELQNLEKEEEDIL
KSLTKSETEMVQQTQYMREL I SELEHRLQGSMMDLLQGVDG I I KRIENMTLKKPKTFHKNQRRVFRAPDLK
GMLDMFRELTDARRYWVDVTLATNN ISHAVIAEDKRQVSSRNPQIMYQAPGTLFTFPSLTNFNYCTGVLGS
QSITSGKHYWEVDVSKKSAWILGVCAGFQSDAMYNIEQNENYQPKYGYWV IGLQEGVKYSVFQDGSSHTPF
APFIVPLSVII1CPDRVGVFVDYEACTVSFFNITNHGFL 1 YKFSQCSFSKPVFPYLNPRKCTVPMTLCSPSS

TRIM5alpha Rhesus macaque DNA Sequence (coding only)

ATGGCTTCTGGAATCCTGCTTAATGTAAAGGAGGAGGTGACCTGTCCCATCTGCCTGGAACTCCTGACAGA
ACCCCTGAGTCTGCACTGCGGCCACAGCTTCTGCCAAGCGTGCATCACTGCGAACCACAAGAAGTCCATGC
TATACAAAGAAGGAGAGAGAAGCTGCCCTGTGTGCCGGATCAGTTACCAGCCTGAGAACATACAGCCTAAT
CGGCATGTAGCCAACATAGTGGAGAAGCTCAGGGAGGTCAAGTTGAGCCCAGAAGAGGGACAGAAGGTTGA
TCACTGTGCACGCCATGGAGAGAAACTCCTACTCTTCTGTCAGGAGGACAGCAAGGTCATTTGCTGGCTTT
GTGAGCGGTCTCAGGAGCACCGTGGTCACCACACTTTCCTCATGGAGGAGGTTGCCCAGGAGTACCATGTG
AAGCTCCAGACAGCTCTGGAGATGCTGAGGCAGAAGCAGCAGGAAGCTGAAAAGTTGGAAGCTGACATCAG
AGAAGAGAAAGCTTCCTGGAAGATTCAAATAGACTACGACAAAACCAACGTCTCGGCAGATTTTGAGCAAC
TGAGAGAGATCCTGGACTGGGAGGAGAGCAATGAGCTGCAGAACCTGGAGAAGGAGGAAGAAGACATTCTG
AAAAGCCTTACGAAGTCTGAAACGGAGATGGTGCAGCAGACCCAGTACATGAGAGAGCTCATCTCAGAACT
GGAGCATCGGTTGCAGGGGTCAATGATGGATCTACTGCAGGGTGTGGATGGCATCATTAAAAGGATTGAGA
ACATGACCTTGAAGAAGCCAAAAACTTTTCACAAAAATCAAAGGAGAGTGTTTCGAGCTCCTGATCTGAAA
GGAATGCTAGACATGTTTAGAGAGCTAACAGATGCCCGACGCTACTGGGTTGATGTGACACTGGCTACAAA
CAACATTTCGCATGCTGTCATTGCTGAAGATAAGAGACAAGTGAGCTCTCGGAACCCACAGATAATGTATC
AGGCACCAGGGACATTATTTACGTTTCCGTCACTCACGAATTTCAATTATTGTACTGGCGTCCTGGGCTCC
CAAAGTATCACATCAGGGAAGCATTACTGGGAGGTAGATGTGTCCAAGAAAAGTGCTTGGATCCTGGGGGT
ATGTGCTGGCTTCCAATCCGATGCAATGTATAATATTGAACAAAATGAAAATTATCAACCTAAATATGGCT
ACTGGGTTATAGGGTTACAGGAAGGAGTTAAATATAGTGTTTTCCAGGATGGTTCCTCACATACTCCTTTT
GCTCCTTTCATTGTGCCCCTCTCTGTGATTATTTGTCCTGATCGTGTTGGAGTTTTCGTAGACTATGAGGC
TTGCACTGTCTCATTCTTCAATATCACAAACCATGGATTTCTCATCTATAAGTTTTCTCAGTGTTCTTTTT
CTAAGCCTGTATTTCCATATTTAAATCCCAGAAAATGTACAGTCCCCATGACTCTGTGCTCACCAAGCTCT
TGA

TRIM5alpha Rhesus macaque DNA Sequence (complete — containing
untranslated regions)

GATGTTGGCCATTACGGCCGGGGTAGGAAAATTCCTTTGCGCAGATCAGGCCCCTGGATTGGTGACTGAAT
CCTAACCGTGTCTTTCCTGGCCTGCCTTCACTCTTCTCCCCAGACTCACTACTTCTGCACTGGTGTCTGAA
GGTGTATTGAGTGACTTTGTGGAGGGCAGAAGTAGGAAGTCTTTGGGACAAAACTGAATTTACCTTGGGAT
CTGTGAACAAGACGAACCTCAGCAGCCAGGACAGGCAGGAGCAGTGGAGAAGCTGCTATGGCTTCTGGAAT
CCTGCTTAATGTAAAGGAGGAGGTGACCTGTCCCATCTGCCTGGAACTCCTGACAGAACCCCTGAGTCTGC
ACTGCGGCCACAGCTTCTGCCAAGCGTGCATCACTGCGAACCACAAGAAGTCCATGCTATACAAAGAAGGA
GAGAGAAGCTGCCCTGTGTGCCGGATCAGTTACCAGCCTGAGAACATACAGCCTAATCGGCATGTAGCCAA
CATAGTGGAGAAGCTCAGGGAGGTCAAGTTGAGCCCAGAAGAGGGACAGAAGGTTGATCACTGTGCACGCC
ATGGAGAGAAACTCCTACTCTTCTGTCAGGAGGACAGCAAGGTCATTTGCTGGCTTTGTGAGCGGTCTCAG
GAGCACCGTGGTCACCACACTTTCCTCATGGAGGAGGTTGCCCAGGAGTACCATGTGAAGCTCCAGACAGC
TCTGGAGATGCTGAGGCAGAAGCAGCAGGAAGCTGAAAAGTTGGAAGCTGACATCAGAGAAGAGAAAGCTT
CCTGGAAGATTCAAATAGACTACGACAAAACCAACGTCTCGGCAGATTTTGAGCAACTGAGAGAGATCCTG
GACTGGGAGGAGAGCAATGAGCTGCAGAACCTGGAGAAGGAGGAAGAAGACATTCTGAAAAGCCTTACGAA
GTCTGAAACGGAGATGGTGCAGCAGACCCAGTACATGAGAGAGCTCATCTCAGAACTGGAGCATCGGTTGC
AGGGGTCAATGATGGATCTACTGCAGGGTGTGGATGGCATCATTAAAAGGATTGAGAACATGACCTTGAAG
AAGCCAAAAACTTTTCACAAAAATCAAAGGAGAGTGTTTCGAGCTCCTGATCTGAAAGGAATGCTAGACAT
GTTTAGAGAGCTAACAGATGCCCGACGCTACTGGGTTGATGTGACACTGGCTACAAACAACATTTCGCATG
CTGTCATTGCTGAAGATAAGAGACAAGTGAGCTCTCGGAACCCACAGATAATGTATCAGGCACCAGGGACA



TTATTTACGTTTCCGTCACTCACGAATTTCAATTATTGTACTGGCGTCCTGGGCTCCCAAAGTATCACATC
AGGGAAGCATTACTGGCAGGTAGATGTGTCCAAGAAAAGTGCTTGGATCCTGGGGGTATGTGCTGGCTTCC
AATCCGATGCAATGTATAATATTGAACAAAATGAAAATTATCAACCTAAATATGGCTACTGGGTTATAGGG
TTACAGGAAGGAGTTAAATATAGTGTTTTCCAGGATGGTTCCTCACATACTCCTTTTGCTCCTTTCATTGT
GCCCCTCTCTGTGATTATTTGTCCTGATCGTGTTGGAGTTTTCGTAGACTATGAGGCTTGCACTGTCTCAT
TCTTCAATATCACAAACCATGGATTTCTCATCTATAAGTTTTCTCAGTGTTCTTTTTCTAAGCCTGTATTT
CCATATTTAAATCCCAGAAAATGTACAGTCCCCATGACTCTGTGCTCACCAAGCTCTTGAACCTTCTTACA
CACTCAGCCCCTTGTGTACAGCACCTCTTGTCCATGTGCATCTCATACACCTGAACTCAGTTGCATCATTT
TAACCATCTTTTCCTTGCTGTCTCTATTCTTTCTATTTGAACGTCCTGCACTCATCAGTGAAATGTGATAA
TTATCTTGTGCCATATTCTCCCCAATATTTTATTGACATTTGATAGCAATTGTTTTCATCATTTTCCATAC
TCCCAAGGAAAACTGACCTATACCTCATAAAAGGAGACCACTATTTAGGTATTACTTCTGCCAAATATTTA
TCATCCAGTTGCCTCTGACACTGACTAAGAAGATGAAAAAAAGCTTTTCAACAGCCTTTCTATATCATCGT
GTGATAGTTGTTCACCAATGAATGAGTCCTTAGTCCTGTGTCAGTTTACCCTTGATGCCCTTATTTGTGAA
AGAGTTAAAGAGAAAATATCATAAATGGTATACTCTAAGTGTAGAGGTTTTGTATCTAGAGGATCTGAGTT
CAACTCCTGTCTCTCCATGTACTAGCAGTATAACTGTGAATAGCATACTTAAATGGCTGTACTTCTTTTCT
TTTCTTTCTTTTTTTTTTTTTGAGATGGAGTTTTGCTCTCATTCCTCAGGCTGGAGTGAAATGGTGCGATC
TCGGCTCACTGCAACCTCCGCTTCCCAGATTCAAGCAATTCTCCTACCTCAGCCTCCCAAGTTGCTGGGAT
TAGAGGGGCCCACCACCACCCCCGGCTAAATTTGTATTTTTACTAGAGACGGGGTTTCCCCATGTTGTGTT
GGTTAGGCTCGTCTAAAACTCCTGACCTCAGGTGATCCACCCGCCTCGGCCTGCCAAAGTGCTGGGATTAC
AGGCATGAGCTACCGCGCCCAGCCTGTGCTTATTTTCTTAAAATAATTTTTGTATTAAAAACTTCCCATTA
AATAAGTCCTAAATGTTTTATCGCATAGTAGGGTGACTAGAGTTAACAATAACATTTTGCATATATTTTGA
AGTAGCTAGAAGAGAGGATTTTGAAAGTTCTCAACACGAAGAAATGACACATATTTGAGGTGATGGATATG
CTAATTACCCTGGTTTGATTATTACACAATATATACATATGTCAAAACATCATACTATACCACATAAATAT
GTACATTTATTATTTGTCAATTAAAAGCAAAATAAAACAAAAAACCTTCATCTAATACTTTGGATCATTGT
GAAAAAATAAATTCCTGAAGTATAAAGCATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACATGTCGGC
CGCCTCGGCCAAACATCGATAAAATAAAAGATTTTATTTAGTCTCCAGAAAAAGGGGGAAGAAGC




