11018 - 692:  Sequence of Plasmid Prep DNA compared with Reference Sequence

                                   1                                                                        75

692_58043839_gb_AAW64254.1_    (1) MRVKGIRRNWQGLWRWGTMLLGMLMICRAAENLWVTVYYGVPVWKEATTTLFCASDAKAYETEKHNVWATHACVP

                   692pp_aa    (1) XXVKGIRRNWQGLWRWGTMLLGMLMICRAAENLWVTVYYGVPVWKEATTTLFCASDAKAYETEKHNVWATHACVP

                                   76                                                                      150

692_58043839_gb_AAW64254.1_   (76) TDPNPQEVVLGNVTENFNMWKNNMVEQMHEDIISLWDESLKPCVKLTPLCVTLNCTDEVKTSYANKTSNETYKTS

                   692pp_aa   (76) TDPNPQEVVLGNVTENFNMWKNNMVEQMHEDIISLWDESLKPCVKLTPLCVTLNCTDEVKTSYANKTSNETYKTS

                                   151                                                                     225

692_58043839_gb_AAW64254.1_  (151) NETFGEIKNCSFSVPTGIKDKVQNVYALFYKLDVIPIDDNNNSSKNNNGSYSSYRLINCNTSVITQACPKVSFEP

                   692pp_aa  (151) NETFGEIKNCSFSVPTGIKDKVQNVYALFYKLDVIPIDDNNNSSKNNNGSYSSYRLINCNTSVITQACPKVSFEP

                                   226                                                                     300

692_58043839_gb_AAW64254.1_  (226) IPIHYCAPAGFAILKCNNKTFNGTGPCTNVSTVQCTHGIRPVVSTQLLLNGSLAEEEVVIRSENFTNNAKTIIVH

                   692pp_aa  (226) IPIHYCAPAGFAILKCNNKTFNGTGPCTNVSTVQCTHGIRPVVSTQLLLNGSLAEEEVVIRSENFTNNAKTIIVH

                                   301                                                                     375

692_58043839_gb_AAW64254.1_  (301) LKKSVEINCTRPGNNTRKSIHIGPGRAFYATGDIIGDIRQAHCNLSSVQWNDTLKQIVIKLGEQFGTNKTIAFNQ

                   692pp_aa  (301) LKKSVEINCTRPGNNTRKSIHIGPGRAFYATGDIIGDIRQAHCNLSSVQWNDTLKQIVIKLGEQFGTNKTIAFNQ

                                   376                                                                     450

692_58043839_gb_AAW64254.1_  (376) SSGGDPEIVMHSFNCGGEFFYCNTTQLFNSTWEFHGNWTRSNFTESNSTTITLPCRIKQIVNMWQEVGKAMYAPP

                   692pp_aa  (376) SSGGDPEIVMHSFNCGGEFFYCNTTQLFNSTWEFHGNWTRSNFTESNSTTITLPCRIKQIVNMWQEVGKAMYAPP

                                   451                                                                     525

692_58043839_gb_AAW64254.1_  (451) IRGQIRCSSNITGLLLTRDGGVNGTRETFRPGGGDMRDNWRSELYKYKVVKIEPLGVAPTKAKRRVVQREKRAVG

                   692pp_aa  (451) IRGQIRCSSNITGLLLTRDGGVNGTRETFRPGGGDMRDNWRSELYKYKVVKIEPLGVAPTKAKRRVVQREKRAVG

                                   526                                                                     600

692_58043839_gb_AAW64254.1_  (526) TIGAMFLGFLGAAGSTMGAASITLTVQARQLLSGIVQQQNNLLRAIEAQQHMLQLTVWGIKQLQARVLAVERYLR

                   692pp_aa  (526) TIGAMFLGFLGAAGSTMGAASITLTVQARQLLSGIVQQQNNLLRAIEAQQHMLQLTVWGIKQLQARVLAVERYLR

                                   601                                                                     675

692_58043839_gb_AAW64254.1_  (601) DQQLLGIWGCSGKLICTTAVPWNASWSNKSQDYIWNNMTWMQWDKEINNYTNLIYSLLEDSQNQQEKNEHELLEL

                   692pp_aa  (601) DQQLLGIWGCSGKLICTTAVPWNASWSNKSQDYIWNNMTWMQWDKEINNYTNLIYSLLEDSQNQQEKNEHELLEL

                                   676                                                                     750

692_58043839_gb_AAW64254.1_  (676) DKWASLWNWFDITRWLWYIKIFIMIVGGLIGLRIVIAVVSIVNRVRQGYSPISLQTHFPAPRGPDRPEGIEEGGG

                   692pp_aa  (676) DKWASLWNWFDITRWLWYIKIFIMIVGGLIGLRIVIAVVSIVNRVRQGYSPISLQTHFPAPRGPDRPEGIEEGGG

                                   751                                                                     825

692_58043839_gb_AAW64254.1_  (751) DRDRDRSLRLVHGSLALIWDDLRSLCIFSYHRLRDLLLIVARVVEILGRRGWEALKYWWNLLQYWSQELKNSAVS

                   692pp_aa  (751) DRDRDRSLRLVHGSLALIWDDLRSLCIFSYHRLRDLLLIVARVVEILGRRGWEALKYWWNLLQYWSQELKNSAVS

                                   826                                     868

692_58043839_gb_AAW64254.1_  (826) LLDATAIAVAEGTDRIIEIIRRAFRAILHIPTRIRQGLERALL

                   692pp_aa  (826) LLDATAIAVAEGTDRIIEIIRRAFRAILHIPTRIRQGLERALL

