11022 - PVO:  Sequence of Plasmid Prep DNA compared with Reference Sequence

                                   1                                                                        75

PVO_58043849_gb_AAW64259.1_    (1) MRVTGIRKNYQHSWRWGMMLLGMLMICSAEEKLWVTVYYGVPVWKEATTTLFCASDAKAYNTEVHNVWATHACVP

                   PVOpp_aa    (1) XRVTGIRKNYQHSWRWGMMLLGMLMICSAEEKLWVTVYYGVPVWKEATTTLFCASDAKAYNTEVHNVWATHACVP

                                   76                                                                      150

PVO_58043849_gb_AAW64259.1_   (76) TDPNPQEVGLENVTENFNMWKNNMVEQMHEDIISLWDQSLKPCVKLTPLCVTLNCSDLRNATNTTNPTVSSRVIK

                   PVOpp_aa   (76) TDPNPQEVGLENVTENFNMWKNNMVEQMHEDIISLWDQSLKPCVKLTPLCVTLNCSDLRNATNTTNPTVSSRVIK

                                   151                                                                     225

PVO_58043849_gb_AAW64259.1_  (151) KEMMGEVKNCSFNVTTDIRDRMQKVYALFYRPDVVPIQDHTIENNNTIENNTTYRLISCNTSVITQACPKISFEP

                   PVOpp_aa  (151) KEMMGEVKNCSFNVTTDIRDRMQKVYALFYRPDVVPIQDHTIENNNTIENNTTYRLISCNTSVITQACPKISFEP

                                   226                                                                     300

PVO_58043849_gb_AAW64259.1_  (226) IPIHYCTPAGFAILKCNDKKFNGSGPCTNVSTVQCTHGIRPVVSTQLLLNGSRAEEEVIIRSENFTNNAKTIIVQ

                   PVOpp_aa  (226) IPIHYCTPAGFAILKCNDKKFNGSGPCTNVSTVQCTHGIRPVVSTQLLLNGSRAEEEVIIRSENFTNNAKTIIVQ

                                   301                                                                     375

PVO_58043849_gb_AAW64259.1_  (301) LNKTVEINCTRPNNNTRKSISIGPGRAFYATGDIIGDIRQAHCNLSRAEWNKTLKYISTKLREQFGNKTIIFNGS

                   PVOpp_aa  (301) LNKTVEINCTRPNNNTRKSISIGPGRAFYATGDIIGDIRQAHCNLSRAEWNKTLKYISTKLREQFGNKTIIFNGS

                                   376                                                                     450

PVO_58043849_gb_AAW64259.1_  (376) SGGDPEIVTHSFNCGGEFFYCNTTKLFNSTWDANGNCTGCDESDGNNTITLPCRIKQIVNMWQEVGKAMYAPPIK

                   PVOpp_aa  (376) SGGDPEIVTHSFNCGGEFFYCNTTKLFNSTWDANGNCTGCDES-------------------------------K

                                   451                                                                     525

PVO_58043849_gb_AAW64259.1_  (451) GLIKCTSNITGLLLTRDGGANNTNETFRPGGGDMRDNWRSELYKYKVVQIEPLGIAPTRARRRVVQREKRAVGTL

                   PVOpp_aa  (430) GLIKCTSNITGLLLTRDGGANNTNETFRPGGGDMRDNWRSELYKYKVVQIEPLGIAPTRARRRVVQREKRAVGTL

                                   526                                                                     600

PVO_58043849_gb_AAW64259.1_  (526) GAMFLGFLGAAGSTMGAASVTLTVQARQLLSGIVQQQNNLLKAIEAQQHMLQLTVWGIKQLQARVLAIERYLKDQ

                   PVOpp_aa  (505) GAMFLGFLGAAGSTMGAASVTLTVQARQLLSGIVQQQNNLLKAIEAQQHMLQLTVWGIKQLQARVLAIERYLKDQ

                                   601                                                                     675

PVO_58043849_gb_AAW64259.1_  (601) QLLGIWGCSGKLICTTAVPWNTSWSNKSFNKIWDNMTWMEWEREIDNYTGLIYNLLEESQNQQEKNEQDLLALDK

                   PVOpp_aa  (580) QLLGIWGCSGKLICTTAVPWNTSWSNKSFNKIWDNMTWMEWEREIDNYTGLIYNLLEESQNQQEKNEQDLLALDK

                                   676                                                                     750

PVO_58043849_gb_AAW64259.1_  (676) WESLWNWFSITKWLWYIKIFIMIVGGLIGLRIVFAVLSIVNRVRQGYSPLSFQTHLPTSRGPDRPEGIGGEGGER

                   PVOpp_aa  (655) WESLWNWFSITKWLWYIKIFIMIVGGLIGLRIVFAVLSIVNRVRQGYSPLSFQTHLPTSRGPDRPEGIGGEGGER

                                   751                                                                     825

PVO_58043849_gb_AAW64259.1_  (751) DRDRSGPLVDGFLAIIWVDLRSLFLFSYHRLTDLLLILTRIVELLGRRGWEALKYWWNLLQYWSQELRNSAVSLL

                   PVOpp_aa  (730) DRDRSGPLVDGFLAIIWVDLRSLFLFSYHRLTDLLLILTRIVELLGRRGWEALKYWWNLLQYWSQELRNSAVSLL

                                   826                                   866

PVO_58043849_gb_AAW64259.1_  (826) NATAIAVAEGTDRIIEVVQRTFRAIIHIPRRIRQGLERLLL

                   PVOpp_aa  (805) NATAIAVAEGTDRIIEVVQRTFRAIIHIPRRIRQGLERLLL

