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Sequence:
As compared to Genbank Accession: EF394356
	1 mismatch (3’ LTR)

[bookmark: _GoBack]agcgcccaatacgcaaaccgcctctccccgcgcgttggccgattcattaatgCAGCTGGCACGACAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTGAGTTAGCTCACTCATTAGGCACCCCAGGCTTTACACTTTATGCTTCCGGCTCGTATGTTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGCTATGACCATGATTACGCCAAGCTATTTAGGTGACGCGTTAGAATACTCAAGCTATGCATCAAGCTTGGTACCGAGCTCGGATCCACTAGTAACGGCCGCCAGTGTGCTGGAATTCGCCCTTCCCAATGCATTGGATGGGCTATTTTTCTCTCCAAAAAGAGCAGCCATCCTAGACACCTGGATGTATAATACACAGGGTGTCTTTCCAGACTGGCAGAACTACACCCCTGGACCAGGAATCAGATACCCACTGTGTAGGGGATGGTTATTTAAGTTGGTACCGGTAGACCCACCAGAAGATGATGAGAAGAACATCTTGCTACATCCAGCCTGTAGCCATGGAACTACCGATCCAGATGGAGAGACTCTGATCTGGCGCTTTGACAGCAGCCTAGCAAGAAGGCACATAGCCAGAGAAAGATATCCGGAGTACTTCAAATAAGGACTTCCGGGTGCCATGACTCAGAACTGCTGACAGAGGACTTTTGGACTCGGGACTTTCCGATGTGGGTGGTTACTGGGCGGGACAGGGGAGTGGTTTTGCCCGCTGAGCTGCATATAAGCAGCTGCTTTGCGCTCTGTAAAGGCTCTTGCCTAATCTGCCAGATCTGAGCCTGGGAGCTCTCTGGTAGTGGCTGGCTAGAGACCGCTGCTTAACGCTCAATAAAGCCTGCCTGAGAGTGTTAACAGTGTGTGCCCATTTCATACCGCGTCTGCCCTGGGGTAGAGATCCCTCAGATTTGTAGTGGCTAAGTAAAAATCTCTACCAGTGGCGCCCGAACAGGGACTTGAGAAGCAGGGAACGCGGCCCCTGGACGCAGGACTCGGCTTGTGACAGCGCAATCACAAGAGGCGAGGCGGACTCCGGTGGTGAGTACAAATTTTGTTGTCGGTGGGCAACCCTAGAGGAAGGGCGAAGTCTCTAGGTAACAGGGGAAATGGGTGCGAGAGCGTCAGTGTTGAGGGGAGATAAGCTGGATACATGGGAATCCATAAGGCTTAAATCCAGAGGCAGGAAAAAATATTTAATAAAACATCTAGTATGGGCCGGAAGCGAACTACAGCGTTTCGCGATGAATCCCGGTCTCATGGAGAACGTAGAAGGCTGCTGGAAAATCATCCTCCAGCTGCAGCCTTCGGTAGACATTGGTTCTCCAGAAATCATTTCTTTGTTTAATACCATCTGTGTACTCTACTGCGTACATGCAGGAGAAAGAGTCCAAGATACGGAAGAAGCAGTCAAAATTGTGAAAATGAAACTAACTGTACAGAAAAATAACTCCACAGCGACATCTAGTGGACAGAGACAGAATGCAGGTGAAAAAGAGGAAACAGTGCCACCTAGTGGCAATACAGGAAACACAGGGAGAGCAACAGAGACACCTAGTGGGAGTAGGCTATACCCAGTGATAACTGATGCACAGGGAGTTGCAAGGCATCAGCCTATTTCACCTAGAACTCTAAATGCCTGGGTAAGGGTAATAGAAGAAAAAGGGTTTAATCCAGAAGTAATACCAATGTTCTCAGCATTATCTGAGGGAGCAACCCCTTATGATCTAAATAGTATGCTCAATGCTGTTGGGGAACATCAAGCAGCAATGCAAATGTTGAAGGAAGTCATCAATGAGGAAGCAGCAGAGTGGGACAGAGCACATCCCGCTCATGCAGGACCCCAGCAAGCAGGGATGCTAAGAGAGCCCACAGGGGCAGATATTGCAGGGACCACTAGTACACTACAAGAACAAGTACTGTGGATGACAACCCCACAGGCACAAGGAGGAGTGCCAGTAGGAGACATCTATAAAAGGTGGATAATTTTAGGATTAAATAAATTAGTCAGAATGTACAGCCCTGTTAGCATTTTGGACATAAAACAGGGACCAAAAGAACCATTCAGAGATTATGTAGACAGATTCTACAAAACAATCAGAGCAGAACAAGCATCTCAGCCAGTAAAAACTTGGATGACAGAAACTTTACTGGTACAAAATGCAAACCCAGATTGTAAGCATATCTTAAAAGCCTTGGGGCAAGGAGCAACATTAGAAGAAATGCTCACAGCCTGTCAAGGAGTGGGAGGACCCTCTCATAAGGCAAAGATTCTGGCTGAAGCAATGGCCTCAGCAACAGCAGGGGGAGTAAATATGCTGCAGGGAGGAAAAAGACCACCCTTAAAAAAGGGTCAGCTGCAGTGTTTTAACTGTGGGAAAGTAGGCCATACAGCAAGAAATTGTAGGGCTCCAAGAAAGAAAGGTTGCTGGAGGTGTGGACAAGAGGGACATCAAATGAAGGACTGCACCACCAGAAACAACAGCACTGGGGTAAATTTTTTAGGGAAACGCACCCCCTTGTGGGGGTGCAGACCAGGGAACTTTGTGCAGAACACCCCAGAGAAAGGGAAGGCTCAGGAGCAGGAGACAGCACAGACACCAGTGGTGCCAACTGCCCCACCACTGGAGATGACGATGAAAGGCGGGTTCTCCCTCAAGTCAATCTTTGGCAGCGACCAATGATGACAGTAAAAGTCCAGGGACAAGTCTGTCAAGCTCTTTTAGATACTGGAGCAGATGACAGTGTTTTTTGCAACATCAAATTAAAGGGACAGTGGACACCAAAAACCATAGGAGGAATAGGAGGATTTGTACCAGTTAGTGAGTACTATAATATTCCAGTACAAATTGGCAATAAAGAAGTCAGAGCCACTGTCCTAGTGGGAGAAACCCCCATTAATATAATAGGTAGAAATATTTTAAAGCAATTAGGATGTACCTTAAATTTTCCTATTAGCCCAATAGAGGTAGTAAAAGTACAATTAAAAGAAGGAATGGATGGGCCAAAAGTAAAGCAGTGGCCCCTCTCCAAGGAGAAAATTGAGGCATTAACAGAAATATGTAAGACATTGGAAAAGGAAGGAAAAATTTCTGCAGTTGGACCAGAAAACCCATATAACACACCAATTTTTGCCATTAAGAAAAAGGATACCTCTAAATGGAGAAAATTAGTAGATTTCAGAGAACTGAATAAAAGAACTCAAGATTTTTGGGAGTTACAGCTAGGAATACCCCATCCGGCAGGGTTAAGAAAAAGAAATATGGTGACAGTACTGGATGTAGGGGATGCCTACTTCTCCATTCCCCTGGATCCAGACTTCAGAAAGTATACAGCCTTTACCATACCCAGTCTCAATAATAACACGCCAGGGAAGAGATTTCAGTATAATGTGTTACCTCAAGGTTGGAAGGGATCCCCAGCAATTTTTCAGAGCAGTATGACAAAAATCCTAGATCCTTTCAGAAAAGAACACCCAGATGTGGACATTTACCAATATATGGATGATCTTTACATAGGTTCAGATCTTAATGAAGAGGAACACAGGAAACTGATAAAGAAGCTGAGACAGCATCTGTTAACATGGGGATTAGAGACCCCCGACAAAAAGTATCAGGAAAAACCTCCATTCATGTGGATGGGCTATGAGCTACATCCAAATAAATGGACAGTTCAAAATATCACATTACCAGAACCAGAGCAGTGGACAGTGAATCATATCCAGAAGTTGGTAGGCAAACTTAATTGGGCCAGTCAAATTTATCACGGAATAAAAACTAAAGAACTATGCAAATTGATTAGAGGAGTAAAAGGATTAACTGAGCCAGTAGAAATGACCAGGGAAGCAGAATTGGAGTTAGAAGAAAATAAGCAGATTCTGAAAGAAAAAGTTCAAGGAGCATACTATGATCCTAAATTACCTCTGCAAGCAGCAATACAGAAGCAGGGGCAAGGACAGTGGACATATCAGATATATCAGGAAGAAGGGAAAAATTTAAAAACAGGAAAATATGCAAAATCACCAGGTACCCACACCAATGAGATAAGACAATTAGCAGGACTGATACAGAAAATAGGCAATGAGAGCATAATAATTTGGGGTATTGTGCCTAAATTTTTATTACCTGTATCCAAAGAGACATGGAGCCAGTGGTGGACTGATTACTGGCAAGTTACCTGGGTACCTGAGTGGGAATTTATTAACACCCCACCACTAATCAGGCTATGGTACAATCTGTTGTCTGACCCCATCCCAGAAGCAGAAACCTTTTATGTAGATGGGGCAGCAAACAGAGACAGTAAAAAGGGAAGAGCAGGATATGTAACAAACAGAGGCAGATACAGGTCAAAGGACTTAGAGAACACCACTAATCAACAAGCAGAATTATGGGCAGTAGATCTAGCCTTAAAAGACTCAGGAGCACAGGTAAATATAGTCACAGATTCCCAATATGTTATGGGAGTTTTACAGGGATTACCAGATCAAAGTGACTCCCCCATAGTAGAGCAAATTATTCAAAAGTTAACACAAAAGACAGCAATTTATCTGGCATGGGTACCAGCCCATAAAGGTATAGGGGGTAATGAAGAAGTAGACAAATTGGTTAGCAAAAATATTAGAAAAATATTATTCCTGGATGGAATTAATGAAGCACAGGAAGACCATGATAAATATCACAGTAATTGGAAAGCTTTAGCTGATGAATATAATCTGCCCCCAGTTGTAGCTAAAGAGATTATTGCTCAGTGTCCAAAATGCCATATAAAAGGAGAGGCTATACATGGGCAGGTGGACTACAGTCCAGAAATCTGGCAAATAGACTGTACCCACCTAGAAGGAAAGGTCATCATAGTAGCAGTACATGTAGCTAGTGGTTTCATAGAAGCAGAAGTCATACCAGAAGAAACCGGAAGAGAAACCGCTTACTTCATCCTCAAATTGGCAGGAAGATGGCCTGTAAAGAAGATACATACAGATAATGGGCCAAATTTTACTAGTACAGCAGTAAAGGCAGCCTGTTGGTGGGCACAAATTCAACATGAATTTGGGATTCCATATAATCCTCAAAGTCAAGGAGTAGTAGAATCTATGAATAAACAATTAAAGCAAATTATAGAACAGGTCAGGGACCAAGCAGAGCAACTGAGGACAGCAGTAATCATGGCAGTGTACATCCACAATTTTAAAAGAAAAGGGGGGATTGGGGAGTACACTGCAGGGGAAAGACTATTAGACATACTAACTACAAATATACAGACAAAACAATTACAAAAACAAATTTTAAAAGTTCAAAATTTTCGGGTTTATTATAGGGACGCCAGAGATCCCATTTGGAAGGGACCAGCGCGACTACTGTGGAAAGGTGAAGGGGCAGTAGTAATAAAAGAAGGAGAAGACATTAAAGTAGTACCCAGGAGAAAAGCAAAAATCATAAAAGAGTATGGAAAACAGATGGCAGGTGCAGGTGGTATGGATGATAGACAGAATGAGACTTAGAACATGGACAAGCCTAGTTAAACATCATATCTTTACAACCAAATGCTGTAAAGATTGGAAGTATAGACATCATTATGAAACTGATACACCAAAAAGAGCAGGGGAAATACACATACCTCTAACAGAAAGATCAAAATTAGTGGTTTTACATTATTGGGGTCTAGCCTGTGGAGAAAGACCATGGCATCTAGGTCATGGCATAGGATTAGAATGGAGACAAGGAAAATACAGTACACAAATAGACCCTGAAACAGCAGACCAATTGATTCACACTAGGTATTTTACCTGTTTTGCTGCAGGAGCAGTTCGGCAAGCAATATTAGGAGAAAGAATATTGACATTCTGCCACTTTCAATCAGGACACAGACAGGTAGGGACTCTGCAATTCTTAGCTTTCAGAAAGGTAGTTGAGAGCCAGGACAAACAGCCAAAGGGACCAAGGAGGCCCTTGCCATCTGTTACAAAACTAACAGAGGACAGATGGAACAAGCACCGAACGACAACGGGCCGCAGAGAGAACCATACACTGAGTGGCTGTTAGACATCCTAGAAGAAATAAAACAAGAAGCAGTGAAACACTTTCCAAGACCAATATTACAGGGGGTAGGAAATTGGGTCTTCACCATTTATGGAGACTCCTGGGAGGGAGTACAGGAATTAATCAAGATCTTGCAGAGAGCTTTGTTTACCCACTATCGCCATGGTTGTATCCACAGCAGAATAGGATCATGAATCCCATAGATCCTCAGGTAGCACCATGGGAACATCCAGGAGCTGCACCTGAAACACCTTGTACAAACTGTTACTGTAAAAAATGCTGCTTTCATTGCCCAGTTTGCTTTACGAAAAAAGCATTAGGAATCTCCTATGGCAGGAAGAGAAGAGGACGCAAATCTGCTGTACACAGTACGAATAATCAAGATCCTGTACGACAGCAGTAAGTACCCATGATAAAAATAGTAGTGGGAAGTGTGTCAACTAATGTCATAGGCATTCTTTGTATATTACTGATTTTAATAGGGGGAGGCTTGCTAATAGGTATAGGTATAAGAAGAGAGTTAGAAAGGGAAAGGCAGCATCAAAGAGTATTAGAAAGGCTAGCTAGAAGATTAAGCATAGACAGTGGAGTAGAAGAAGATGAAGAATTTAATTGGAATAACTTTGATCCTCATAATTACAATCCTAGGGATTGGATTTAGCACTTATTACACCACAGTGTTTTATGGAGTACCTGTTTGGAAAGAGGCCCAACCAACCTTGTTTTGTGCCTCTGATGCTGATATTACTAGTAGAGATAAACACAACATATGGGCAACACATAACTGTGTGCCTTTAGATCCCAATCCTTATGAAGTAACCCTAGCCAATGTGTCAATAAGGTTTAATATGGAAGAAAATTACATGGTGCAAGAGATGAAAGAAGATATATTATCACTTTTTCAACAGAGTTTTAAGCCTTGTGTAAAATTAACACCATTTTGCATAAAGATGACATGTACAATGACTAATACCACAAATAAAACCCTGAATTCGGCAACAACAACCTTAACACCAACAGTAAATTTGAGTTCTATACCTAACTATGAGGTGTATAATTGTTCATTTAATCAGACAACTGAGTTTAGAGATAAGAAAAAACAAATATATTCCTTGTTTTATAGAGAAGATATTGTAAAAGAGGATGGTAACAATAATAGTTATTATTTACATAATTGCAATACCTCAGTCATTACTCAAGAATGTGATAAATCTACTTTTGAACCAATTCCCATCAGATACTGTGCTCCAGCAGGCTTTGCCCTGTTAAAATGTAGAGATCAGAATTTCACAGGGAAAGGACAATGCTCCAATGTCTCAGTAGTTCACTGTACACATGGGATTTATCCTATGATAGCCACAGCATTACACTTAAATGGGTCCCTGGAAGAAGAAGAAACAAAAGCTTACTTTGTTAATACCTCAGTTAATACACCCTTATTAGTAAAATTTAATGTATCAATAAATTTAACGTGTGAAAGAACAGGAAACAATACAAGAGGTCAAGTACAGATAGGTCCAGGTATGACCTTTTATAATATAGAAAATGTAGTAGGGGACACCAGGAAAGCTTATTGTTCAGTCAATGCAACAACATGGTACAGGAACTTAGATTGGGCTATGGCTGCCATAAACACAACCATGAGGGCCAGAAATGAAACGGTACAACAAACGTTCCAATGGCAGAGGGATGGAGACCCTGAGGTCACTAGCTTCTGGTTCAATTGTCAGGGAGAATTCTTTTACTGTAATCTCACAAATTGGACTAATACCTGGACAGCTAATAGAACCAATAATACTCATGGTACTCTTGTTGCACCATGCAGACTGAGGCAGATAGTAAATCATTGGGGTATAGTGTCAAAAGGGGTTTACCTTCCCCCAAGGAGGGGAACAGTAAAATGTCACTCAAACATCACAGGACTTATCATGACAGCAGAAAAAGACAACAATAATAGTTATACCCCCCAATTTTCTGCTGTAGTAGAAGACTATTGGAAAGTAGAATTAGCAAGATATAAAGTGGTGGAAATTCAGCCCTTGTCAGTGGCTCCAAGGCCAGGAAAAAGGCCTGAAATTAAGGCCAATCATACTAGGTCAAGAAGAGATGTGGGCATAGGACTGTTGTTTCTTGGATTTCTTAGTGCAGCAGGAAGTACAATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGAGGATTACTCTCTGGTATTGTACAGCAGCAACAAAACCTGCTTCAGGCCATAGAAGCGCAACAACACTTGTTGCAGCTCTCTGTATGGGGCATTAAACAGCTCCAGGCCAGAATGCTTGCAGTAGAGAAATACATAAGAGACCAACAGCTCCTAAGCCTCTGGGGATGTGCTAACAAATTGGTGTGTCACAGTAGTGTGCCATGGAACCTCACCTGGGCTGAAGATTCTACAAAGTGCAATCACAGTGATGCAAAGTACTATGACTGTATATGGAACAATTTGACTTGGCAGGAATGGGATCGATTAGTAGAAAACTCTACAGGAACCATATACTCCCTGTTAGAGAAAGCACAAACACAACAGGAGAAAAACAAACAAGAGTTGTTAGAATTAGACAAATGGAGCAGTCTTTGGGATTGGTTTGATATAACACAATGGCTGTGGTATATAAAAATAGCTATAATCATAGTAGCAGGATTAGTAGGACTTAGAATTCTCATGTTTATAGTTAATGTAGTTAAGCAAGTTAGGCAGGGTTATACACCCCTATTTTCACAGATCCCTACCCAAGCGGAGCAGGATCCAGAACAGCCAGGAGGAATCGCAGGAGGAGGTGGAGGCAGAGACAACATCAGGTGGACGCCCTCGCCAGCAGGATTCTTCAGTATCGTCTGGGAGGACCTCAGGAACCTCCTCATCTGGATATACCAGACCTTTCAAAACTTCATCTGGATCCTCTGGATCAGCCTGCAAGCACTGAAACAGGGGATAATCAGCTTGGCACACAGCCTAGTAATAGTGCATAGAACTATCATAGTAGGAGTTAGACAGATCATTGAGTGGAGCAGTAATACTTATGCTAGCTTAAGAGTTTTGCTAATACAAGCCATAGACAGACTTGCTAACTTTACAGGGTGGTGGACAGATTTAATCATAGAAGGAGTGGTTTACATAGCCAGGGGAATCAGAAATATTCCTAGAAGAATTAGACAGGGTCTGGAACTAGCCTTAAATTAAAATGGGAAACATATTTGGTAGATGGCCTGGGGCCCGGAAAGCCATCGAAGATCTTCATAACACCTCAAGTGAGCCTGTAGGACAGGCCTCACAAGACCTCCAGAATAAAGGAGGTCTCACTACTAACACCCTAGGTACCTCAGCAGATGTGTTAGAATACTCTGCAGACCATACTGAAGAAGAAGTAGGTTTTCCAGTCAGACCAGCAGTACCCATGAGACCCATGACAGAGAAGCTAGCAATAGATCTGTCATGGTTCTTAAAAGAAAAGGGGGGACTGGATGGGCTATTTTTCTCTCCAAAAAGAGCAGCCATCCTAGACACCTGGATGTATAATACACAGGGTGTCTTTCCAGACTGGCAGAACTACACCCCTGGACCAGGAATCAGATACCCACTGTGTAGGGGATGGTTATTTAAGTTGGTACCGGTAGACCCACCAGAAGATGATGAGAAGAACATCTTGCTACATCCAGCCTGTAGCCATGGAACTACCGATCCAGATGGAGAGACTCTGATCTGGCGCTTTGACAGCAGCCTAGCAAGAAGGCACATAGCCAGAGAAAGATATCCGGAGTACTTCAAATAAGGACTTCCGGGTGCCATGACTCAGAACTGCTGACAGAGGACTTTTGGACTCGGGACTTTCCAATGTGGGTGGTTACTGGGCGGGACAGGGGAGTGGTTTTGCCCGCTGAGCTGCATATAAGCAGCTGCTTTGCGCTCTGTAAAGGCTCTTGCCTAATCTGCCAGATCTGAGCCTGGGAGCTCTCTGGTAGTGGCTGGCTAGAGACCGCTGCTTAACGCTCAATAAAGCCTGCCTGAGAGTGTTAACAGTGTGTGCCCATTTCATACCGCGTCTGCCCTGGGGTAGAGATCCCTCAGATTTGTAGTGGCTAAGTAAAAATCTCTACCAGTGGCGCCCGACAGGGACACGCGTAGCAAGGGCGAATTCCAGCACACTGGCGGCCGTTACTAGTGGATCCGAGCTCGGTACCAAGCTTGATGCATCTAGAGGGCCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTATACGTACGGCAGTTTAAGGTTTACACCTATAAAAGAGAGAGCCGTTATCGTCTGTTTGTGGATGTACAGAGTGATATTATTGACACGCCGGGGCGACGGATGGTGATCCCCCTGGCCAGTGCACGTCTGCTGTCAGATAAAGTCTCCCGTGAACTTTACCCGGTGGTGCATATCGGGGATGAAAGCTGGCGCATGATGACCACCGATATGGCCAGTGTGCCGGTCTCCGTTATCGGGGAAGAAGTGGCTGATCTCAGCCACCGCGAAAATGACATCAAAAACGCCATTAACCTGATGTTCTGGGGAATATAAATGTCAGGCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTCACGTAGAAAGCCAGTCCGCAGAAACGGTGCTGACCCCGGATGAATGTCAGCTACTGGGCTATCTGGACAAGGGAAAACGCAAGCGCAAAGAGAAAGCAGGTAGCTTGCAGTGGGCTTACATGGCGATAGCTAGACTGGGCGGTTTTATGGACAGCAAGCGAACCGGAATTGCCAGCTGGGGCGCCCTCTGGTAAGGTTGGGAAGCCCTGCAAAGTAAACTGGATGGCTTTCTTGCCGCCAAGGATCTGATGGCGCAGGGGATCAAGCTCTGATCAAGAGACAGGATGAGGATCGTTTCGCATGATTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAAGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATGGCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGAGCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGGCGAGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTACCCGTGATATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGAATTATTAACGCTTACAATTTCCTGATGCGGTATTTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCATCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATAGCACGTGAGGAGGGCCACCATGGCCAAGTTGACCAGTGCCGTTCCGGTGCTCACCGCGCGCGACGTCGCCGGAGCGGTCGAGTTCTGGACCGACCGGCTCGGGTTCTCCCGGGACTTCGTGGAGGACGACTTCGCCGGTGTGGTCCGGGACGACGTGACCCTGTTCATCAGCGCGGTCCAGGACCAGGTGGTGCCGGACAACACCCTGGCCTGGGTGTGGGTGCGCGGCCTGGACGAGCTGTACGCCGAGTGGTCGGAGGTCGTGTCCACGAACTTCCGGGACGCCTCCGGGCCGGCCATGACCGAGATCGGCGAGCAGCCGTGGGGGCGGGAGTTCGCCCTGCGCGACCCGGCCGGCAACTGCGTGCACTTCGTGGCCGAGGAGCAGGACTGACACGTGCTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAG


*Next generation sequencing and de novo assembly of plasmid performed by the CCIB DNA Core Facility at Massachusetts General Hospital Boston (MA, USA).


www.aidsreagent.org	 Donated by Drs. Jun Takehisa, Matthias H. Kraus and Beatrice H. Hahn
		6
image1.png
J» Created with SnapGene

\ac promoter; \
M13 re,

I

aoyowodd £

SIVCPZTAN1.910
13,435 bp




