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Sequence, Molecular Weight, Purity, and Peptide Content Data

Peptide sequence based on SIVmac239 gag sequence from GenBank Accession # M33262

MGVRNSVLSGKKADELEKIRLRPNGKKKYMLKHVVWAANELDRFGLAESLLENKEGCQKILSVLAPLVPTGSENLKSLYNTVCVIWCIHAEEKVKHTEEAKQIVQRHLVVETGTTETMPKTSRPTAPSSGRGGNYPVQQIGGNYVHLPLSPRTLNAWVKLIEEKKFGAEVVPGFQALSEGCTPYDINQMLNCVGDHQAAMQIIRDIINEEAADWDLQHPQPAPQQGQLREPSGSDIAGTTSSVDEQIQWMYRQQNPIPVGNIYRRWIQLGLQKCVRMYNPTNILDVKQGPKEPFQSYVDRFYKSLRAEQTDAAVKNWMTQTLLIQNANPDCKLVLKGLGVNPTLEEMLTACQGVGGPGQKARLMAEALKEALAPVPIPFAAAQQRGPRKPIKCWNCGKEGHSARQCRAPRRQGCWKCGKMDHVMAKCPDRQAGFLGLGPWGKKPRNFPMAQVHQGLMPTAPPEDPAVDLLKNYMQLGKQQREKQRESREKPYKEVTEDLLHLNSLFGGDQ

For your convenience, if you wish to move this table to another program or file, select the entire table and copy it. The headers displayed on the other pages won’t be copied. 

	ARP Lot #
	Sequence
	Molecular Weight 
(g/mol)
	Purity 
(%)
	Peptide Content (%)

	   190300_001
	MGVRNSVLSGKKADE
	1590.80
	94.80
	81.00

	   190300_002
	NSVLSGKKADELEKI
	1630.84
	88.20
	80.00

	   190300_003
	SGKKADELEKIRLRP
	1740.03
	91.80
	76.00

	   190300_004
	ADELEKIRLRPNGKK
	1767.05
	91.80
	77.00

	   190300_005
	EKIRLRPNGKKKYML
	1874.31
	94.00
	69.00

	   190300_006
	LRPNGKKKYMLKHVV
	1811.25
	91.30
	64.00

	   190300_007
	GKKKYMLKHVVWAAN
	1773.15
	94.20
	66.00

	   190300_008
	YMLKHVVWAANELDR
	1845.14
	94.90
	81.00

	   190300_009
	HVVWAANELDRFGLA
	1697.91
	96.60
	81.00

	   190300_010
	AANELDRFGLAESLL
	1618.81
	91.50
	86.00

	   190300_011
	LDRFGLAESLLENKE
	1733.93
	95.70
	79.00

	   190300_012
	GLAESLLENKEGCQK
	1618.80
	88.60
	80.00 

	   190300_013
	SLLENKEGCQKILSV
	1660.93
	93.50
	75.00 

	   190300_014
	NKEGCQKILSVLAPL
	1612.94
	94.60
	76.00 

	   190300_015
	CQKILSVLAPLVPTG
	1538.91
	92.00
	79.00 

	   190300_016
	LSVLAPLVPTGSENL
	1509.76
	87.00
	83.00 

	   190300_017
	APLVPTGSENLKSLY
	1588.82
	95.90
	82.00 

	   190300_018
	PTGSENLKSLYNTVC
	1625.80
	81.00
	 83.00

	   190300_019
	ENLKSLYNTVCVIWC
	1785.09
	88.40
	88.00 

	   190300_020
	SLYNTVCVIWCIHAE
	1751.04
	88.30
	81.00 

	   190300_021
	TVCVIWCIHAEEKVK
	1758.10
	85.30
	79.00 

	   190300_022
	IWCIHAEEKVKHTEE
	1852.06
	96.40
	 73.00

	   190300_023
	HAEEKVKHTEEAKQI
	1776.93
	85.70
	 68.00

	   190300_024
	KVKHTEEAKQIVQRH
	1831.08
	87.50
	 67.00

	   190300_025
	TEEAKQIVQRHLVVE
	1779.00
	90.30
	74.00 

	   190300_026
	KQIVQRHLVVETGTT
	1708.95
	96.80
	 74.00

	   190300_027
	QRHLVVETGTTETMP
	1698.88
	86.00
	 74.00

	   190300_028
	VVETGTTETMPKTSR
	1636.80
	92.50
	70.00 

	   190300_029
	GTTETMPKTSRPTAP
	1574.75
	92.60
	70.00 

	   190300_030
	TMPKTSRPTAPSSGR
	1573.79
	84.20
	 65.00

	   190300_031
	TSRPTAPSSGRGGNY
	1507.59
	88.00
	 75.00

	   190300_032
	TAPSSGRGGNYPVQQ
	1518.61
	88.60
	78.00 

	   190300_033
	SGRGGNYPVQQIGGN
	1503.59
	96.10
	83.00 

	   190300_034
	GNYPVQQIGGNYVHL
	1658.83
	97.20
	 84.00

	   190300_035
	VQQIGGNYVHLPLSP
	1621.86
	89.60
	 84.00

	   190300_036
	GGNYVHLPLSPRTLN
	1637.86
	80.30
	 75.00

	   190300_037
	VHLPLSPRTLNAWVK
	1731.07
	94.90
	 75.00

	   190300_038
	LSPRTLNAWVKLIEE
	1769.06
	94.40
	84.00 

	   190300_039
	TLNAWVKLIEEKKFG
	1776.08
	94.00
	 78.00

	   190300_040
	WVKLIEEKKFGAEVV
	1775.09
	86.40
	76.00 

	   190300_041
	IEEKKFGAEVVPGFQ
	1677.90
	95.20
	 85.00

	   190300_042
	KFGAEVVPGFQALSE
	1578.78
	89.60
	76.00 

	   190300_043
	EVVPGFQALSEGCTP
	1533.71
	86.40
	 82.00

	   190300_044
	GFQALSEGCTPYDIN
	1614.75
	92.80
	 84.00

	   190300_045
	LSEGCTPYDINQMLN
	1697.89
	91.80
	 87.00

	   190300_046
	CTPYDINQMLNCVGD
	1685.90
	80.50
	91.00 

	   190300_047
	DINQMLNCVGDHQAA
	1628.79
	91.50
	86.00 

	   190300_048
	MLNCVGDHQAAMQII
	1643.95
	94.20
	81.00 

	   190300_049
	VGDHQAAMQIIRDII
	1679.96
	91.40
	79.00 

	   190300_050
	QAAMQIIRDIINEEA
	1714.95
	83.50
	89.00 

	   190300_051
	QIIRDIINEEAADWD
	1800.94
	92.00
	79.00 

	   190300_052
	DIINEEAADWDLQHP
	1765.85
	91.90
	 80.00

	   190300_053
	EEAADWDLQHPQPAP
	1703.79
	96.90
	 82.00

	   190300_054
	DWDLQHPQPAPQQGQ
	1744.85
	89.80
	80.00 

	   190300_055
	QHPQPAPQQGQLREP
	1710.88
	92.00
	75.00 

	   190300_056
	PAPQQGQLREPSGSD
	1566.66
	82.60
	81.00 

	   190300_057
	QGQLREPSGSDIAGT
	1515.60
	86.70
	81.00 

	   190300_058
	REPSGSDIAGTTSSV
	1463.52
	91.50
	85.00 

	   190300_059
	GSDIAGTTSSVDEQI
	1479.51
	82.10
	 87.00

	   190300_060
	AGTTSSVDEQIQWMY
	1715.84
	93.70
	89.00 

	   190300_061
	SSVDEQIQWMYRQQN
	1912.06
	93.90
	 90.00

	   190300_062
	EQIQWMYRQQNPIPV
	1930.21
	95.00
	 87.00

	   190300_063
	WMYRQQNPIPVGNIY
	1879.17
	96.60
	 83.00

	   190300_064
	QQNPIPVGNIYRRWI
	1854.15
	94.80
	82.00 

	   190300_065
	IPVGNIYRRWIQLGL
	1798.17
	93.10
	 83.00

	   190300_066
	NIYRRWIQLGLQKCV
	1890.28
	94.80
	 75.00

	   190300_067
	RWIQLGLQKCVRMYN
	1908.31
	93.70
	79.00 

	   190300_068
	LGLQKCVRMYNPTNI
	1750.10
	91.70
	 79.00

	   190300_069
	KCVRMYNPTNILDVK
	1794.15
	84.80
	 84.00

	   190300_070
	MYNPTNILDVKQGPK
	1717.99
	93.40
	81.00 

	   190300_071
	TNILDVKQGPKEPFQ
	1713.94
	92.10
	 82.00

	   190300_072
	DVKQGPKEPFQSYVD
	1736.90
	92.50
	78.00 

	   190300_073
	GPKEPFQSYVDRFYK
	1861.10
	93.90
	 74.00

	   190300_074
	PFQSYVDRFYKSLRA
	1877.16
	94.50
	76.00 

	   190300_075
	YVDRFYKSLRAEQTD
	1891.08
	93.00
	79.00 

	   190300_076
	FYKSLRAEQTDAAVK
	1726.95
	93.90
	71.00 

	   190300_077
	LRAEQTDAAVKNWMT
	1733.94
	93.80
	77.00 

	   190300_078
	QTDAAVKNWMTQTLL
	1719.95
	92.70
	 83.00

	   190300_079
	AVKNWMTQTLLIQNA
	1731.02
	94.10
	81.00 

	   190300_080
	WMTQTLLIQNANPDC
	1747.99
	90.90
	 84.00

	   190300_081
	TLLIQNANPDCKLVL
	1654.98
	81.60
	 83.00

	   190300_082
	QNANPDCKLVLKGLG
	1569.83
	88.60
	 80.00

	   190300_083
	PDCKLVLKGLGVNPT
	1553.87
	90.90
	 81.00

	   190300_084
	LVLKGLGVNPTLEEM
	1612.92
	90.60
	 84.00

	   190300_085
	GLGVNPTLEEMLTAC
	1547.78
	90.00
	86.00 

	   190300_086
	NPTLEEMLTACQGVG
	1562.75
	94.60
	 86.00

	   190300_087
	EEMLTACQGVGGPGQ
	1476.62
	91.70
	90.00 

	   190300_088
	TACQGVGGPGQKARL
	1442.65
	91.70
	 74.00

	   190300_089
	GVGGPGQKARLMAEA
	1441.66
	94.60
	78.00 

	   190300_090
	PGQKARLMAEALKEA
	1612.90
	92.90
	75.00 

	   190300_091
	ARLMAEALKEALAPV
	1582.92
	93.30
	83.00 

	   190300_092
	AEALKEALAPVPIPF
	1565.88
	96.80
	85.00 

	   190300_093
	KEALAPVPIPFAAAQ
	1522.82
	97.10
	80.00 

	   190300_094
	APVPIPFAAAQQRGP
	1519.79
	96.80
	80.00 

	   190300_095
	IPFAAAQQRGPRKPI
	1649.98
	96.00
	73.00 

	   190300_096
	AAQQRGPRKPIKCWN
	1753.06
	94.90
	70.00 

	   190300_097
	RGPRKPIKCWNCGKE
	1772.11
	86.10
	70.00 

	   190300_098
	KPIKCWNCGKEGHSA
	1657.91
	89.40
	 77.00

	   190300_099
	CWNCGKEGHSARQCR
	1734.94
	94.70
	72.00 

	   190300_100
	GKEGHSARQCRAPRR
	1708.93
	81.10
	76.00 

	   190300_101
	HSARQCRAPRRQGCW
	1812.08
	93.50
	71.00 

	   190300_102
	QCRAPRRQGCWKCGK
	1777.12
	84.70
	 68.00

	   190300_103
	PRRQGCWKCGKMDHV
	1801.13
	95.10
	 71.00

	   190300_104
	GCWKCGKMDHVMAKC
	1697.08
	83.00
	80.00 

	   190300_105
	CGKMDHVMAKCPDRQ
	1719.04
	86.70
	 75.00

	   190300_106
	DHVMAKCPDRQAGFL
	1687.96
	92.00
	 77.00

	   190300_107
	AKCPDRQAGFLGLGP
	1529.79
	93.00
	80.00 

	   190300_108
	DRQAGFLGLGPWGKK
	1629.88
	94.10
	70.00 

	   190300_109
	GFLGLGPWGKKPRNF
	1673.98
	93.70
	73.00 

	   190300_110
	LGPWGKKPRNFPMAQ
	1727.06
	95.60
	80.00 

	   190300_111
	GKKPRNFPMAQVHQG
	1694.97
	95.20
	 71.00

	   190300_112
	RNFPMAQVHQGLMPT
	1727.03
	95.30
	79.00 

	   190300_113
	MAQVHQGLMPTAPPE
	1606.87
	91.50
	 82.00

	   190300_114
	HQGLMPTAPPEDPAV
	1559.76
	92.60
	82.00 

	   190300_115
	MPTAPPEDPAVDLLK
	1593.86
	94.10
	81.00 

	   190300_116
	PPEDPAVDLLKNYMQ
	1729.97
	94.40
	86.00 

	   190300_117
	PAVDLLKNYMQLGKQ
	1718.04
	93.20
	 80.00

	   190300_118
	LLKNYMQLGKQQREK
	1877.22
	93.80
	74.00 

	   190300_119
	YMQLGKQQREKQRES
	1909.14
	88.10
	75.00 

	   190300_120
	GKQQREKQRESREKP
	1884.07
	95.90
	65.00 

	   190300_121
	REKQRESREKPYKEV
	1962.18
	94.50
	66.00 

	   190300_122
	RESREKPYKEVTEDL
	1879.04
	94.40
	72.00 

	   190300_123
	EKPYKEVTEDLLHLN
	1828.03
	96.30
	78.00 

	   190300_124
	KEVTEDLLHLNSLFG
	1714.92
	94.90
	83.00 

	   190300_125
	EDLLHLNSLFGGDQ
	1557.68
	95.20
	84.00 
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