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Please note, in an effort to better serve our registrants, we have been creating pools from most of our peptide sets. Lot 170294 of cat# 6208 was synthesized and made into sets as well as a pool (cat# 12438, lot# 170295). Thus, all the data included in this file applies to both the set and the pool.



Sequence, Molecular Weight, Purity, and Peptide Content Data

HIV-1 Consensus B Pol peptides, obtained from LANL HIV databases, Pol 2002 consensus B sequence.

FFREDLAFPQGKAREFSSEQTRANSPTRRELQVWGRDNNSLSEAGADRQGTVSFSFPQITLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMNLPGRWKPKMIGGIGGFIKVRQYDQILIEICGHKAIGTVLVGPTPVNIIGRNLLTQIGCTLNFPISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGLKKKKSVTVLDVGDAYFSVPLDKDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGFTTPDKKHQKEPPFLWMGYELHPDKWTVQPIVLPEKDSWTVNDIQKLVGKLNWASQIYAGIKVKQLCKLLRGTKALTEVIPLTEEAELELAENREILKEPVHGVYYDPSKDLIAEIQKQGQGQWTYQIYQEPFKNLKTGKYARMRGAHTNDVKQLTEAVQKIATESIVIWGKTPKFKLPIQKETWEAWWTEYWQATWIPEWEFVNTPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQYALGIIQAQPDKSESELVSQIIEQLIKKEKVYLAWVPAHKGIGGNEQVDKLVSAGIRKVLFLDGIDKAQEEHEKYHSNWRAMASDFNLPPVVAKEIVASCDKCQLKGEAMHGQVDCSPGIWQLDCTHLEGKIILVAVHVASGYIEAEVIPAETGQETAYFLLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIVDIIATDIQTKELQKQITKIQNFRVYYRDSRDPLWKGPA KLLWKGEGAVVIQDNSDIKVVPRRKAKIIRDYGKQMAGDDCVASRQDED
For your convenience, if you wish to move this table to another program or file, select the entire table and copy it. The headers displayed on the other pages won’t be copied. 

	ARP Lot #
	Vendor Lot #
	Sequence
	Molecular Weight (g/mol)
	Purity (%)
	Peptide Content (%)

	170294-001
	35196_001
	FFREDLAFPQGKARE
	1811.04
	93.3
	76

	170294-002
	35196_002
	DLAFPQGKAREFSSE
	1681.83
	86.8
	79

	170294-003
	35196_003
	PQGKAREFSSEQTRA
	1691.82
	80.5
	75

	170294-004
	35196_004
	AREFSSEQTRANSPT
	1680.75
	84.4
	80

	170294-005
	35196_005_W2
	SSEQTRANSPTRREL
	1731.84
	81.8
	83

	170294-006
	35196_006
	TRANSPTRRELQVWG
	1770.96
	95.4
	75

	170294-007
	35196_007
	SPTRRELQVWGRDNN
	1827.97
	90.4
	79

	170294-008
	35196_008
	RELQVWGRDNNSLSE
	1802.91
	86.8
	79

	170294-009
	35196_009
	VWGRDNNSLSEAGAD
	1590.62
	92.9
	83

	170294-010
	35196_010
	DNNSLSEAGADRQGT
	1534.51
	83.0
	83

	170294-011
	35196_011
	LSEAGADRQGTVSFS
	1524.61
	85.0
	83

	170294-012
	35196_012
	GADRQGTVSFSFPQI
	1609.77
	88.0
	82

	170294-013
	35196_013_W1
	QGTVSFSFPQITLWQ
	1738.96
	82.5
	81

	170294-014
	35196_014
	SFSFPQITLWQRPLV
	1819.15
	91.3
	83

	170294-015
	35196_015
	PQITLWQRPLVTIKI
	1806.22
	83.4
	78

	170294-016
	35196_016
	LWQRPLVTIKIGGQL
	1722.1
	95.5
	79

	170294-017
	35196_017
	PLVTIKIGGQLKEAL
	1579.93
	92.5
	80

	170294-018
	35196_018
	IKIGGQLKEALLDTG
	1555.82
	93.1
	83

	170294-019
	35196_019
	GQLKEALLDTGADDT
	1546.64
	91.9
	83

	170294-020
	35196_020
	EALLDTGADDTVLEE
	1590.64
	95.7
	88

	170294-021
	35196_021
	DTGADDTVLEEMNLP
	1619.7
	87.6
	85

	170294-022
	35196_022
	DDTVLEEMNLPGRWK
	1803
	92.8
	80

	170294-023
	35196_023
	LEEMNLPGRWKPKMI
	1842.23
	87.5
	79

	170294-024
	35196_024
	NLPGRWKPKMIGGIG
	1623.97
	89.0
	73

	170294-025
	35196_025
	RWKPKMIGGIGGFIK
	1688.1
	95.6
	71

	170294-026
	35196_026
	KMIGGIGGFIKVRQY
	1667.04
	91.7
	77

	170294-027
	35196_027
	GIGGFIKVRQYDQIL
	1707.01
	94.5
	81

	170294-028
	35196_028_W1
	FIKVRQYDQILIEIC
	1881.27
	approx.90
	81

	170294-029
	35196_029
	RQYDQILIEICGHKA
	1787.07
	93.2
	79

	170294-030
	35196_030_W1
	QILIEICGHKAIGTV
	1594.92
	90.6
	74

	170294-031
	35196_031_W1
	EICGHKAIGTVLVGP
	1493.77
	95.1
	80

	170294-032
	35196_032
	HKAIGTVLVGPTPVN
	1502.76
	86.8
	79

	170294-033
	35196_033
	GTVLVGPTPVNIIGR
	1492.77
	93.3
	78

	170294-034
	35196_034
	VGPTPVNIIGRNLLT
	1563.85
	93.7
	81

	170294-035
	35196_035
	PVNIIGRNLLTQIGC
	1610.93
	90.3
	84

	170294-036
	35196_036_W1
	IGRNLLTQIGCTLNF
	1662.96
	87.0
	79

	170294-037
	35196_037
	LLTQIGCTLNFPISP
	1616.94
	90.5
	87

	170294-038
	35196_038
	IGCTLNFPISPIETV
	1603.89
	90.4
	89

	170294-039
	35196_039
	LNFPISPIETVPVKL
	1667.02
	90.6
	81

	170294-040
	35196_040
	ISPIETVPVKLKPGM
	1608.99
	94.5
	76

	170294-041
	35196_041
	ETVPVKLKPGMDGPK
	1595.9
	87.3
	75

	170294-042
	35196_042
	VKLKPGMDGPKVKQW
	1711.08
	84.1
	72

	170294-043
	35196_043
	PGMDGPKVKQWPLTE
	1682.94
	94.3
	75

	170294-044
	35196_044
	GPKVKQWPLTEEKIK
	1781.1
	96.3
	73

	170294-045
	35196_045
	KQWPLTEEKIKALVE
	1812.11
	97.5
	74

	170294-046
	35196_046
	LTEEKIKALVEICTE
	1718.99
	87.1
	83

	170294-047
	35196_047
	KIKALVEICTEMEKE
	1764.09
	96.2
	79

	170294-048
	35196_048
	LVEICTEMEKEGKIS
	1708.97
	87.4
	79

	170294-049
	35196_049_W1
	CTEMEKEGKISKIGP
	1649.91
	85.5
	84

	170294-050
	35196_050
	EKEGKISKIGPENPY
	1688.88
	96.0
	74

	170294-051
	35196_051
	KISKIGPENPYNTPV
	1656.89
	91.2
	78

	170294-052
	35196_052
	IGPENPYNTPVFAIK
	1659.9
	94.5
	81

	170294-053
	35196_053
	NPYNTPVFAIKKKDS
	1721.97
	97.4
	74

	170294-054
	35196_054
	TPVFAIKKKDSTKWR
	1805.14
	94.3
	68

	170294-055
	35196_055
	AIKKKDSTKWRKLVD
	1816.16
	96.1
	72

	170294-056
	35196_056
	KDSTKWRKLVDFREL
	1921.22
	97.0
	73

	170294-057
	35196_057
	KWRKLVDFRELNKRT
	1989.34
	95.9
	69

	170294-058
	35196_058
	LVDFRELNKRTQDFW
	1967.21
	95.9
	75

	170294-059
	35196_059
	RELNKRTQDFWEVQL
	1962.18
	94.8
	73

	170294-060
	35196_060
	KRTQDFWEVQLGIPH
	1854.09
	94.4
	76

	170294-061
	35196_061
	DFWEVQLGIPHPAGL
	1678.91
	96.4
	82

	170294-062
	35196_062
	VQLGIPHPAGLKKKK
	1614
	92.3
	65

	170294-063
	35196_063
	IPHPAGLKKKKSVTV
	1602.97
	89.4
	67

	170294-064
	35196_064_W1
	AGLKKKKSVTVLDVG
	1542.86
	81.0
	68

	170294-065
	35196_065
	KKKSVTVLDVGDAYF
	1669.93
	94.5
	76

	170294-066
	35196_066
	VTVLDVGDAYFSVPL
	1594.83
	89.0
	85

	170294-067
	35196_067
	DVGDAYFSVPLDKDF
	1687.84
	92.2
	81

	170294-068
	35196_068
	AYFSVPLDKDFRKYT
	1850.12
	90.7
	69

	170294-069
	35196_069_W1
	VPLDKDFRKYTAFTI
	1814.12
	96.9
	84

	170294-070
	35196_070
	KDFRKYTAFTIPSIN
	1801.08
	92.9
	75

	170294-071
	35196_071
	KYTAFTIPSINNETP
	1695.88
	96.3
	72

	170294-072
	35196_072
	FTIPSINNETPGIRY
	1721.93
	89.0
	80

	170294-073
	35196_073_W1
	SINNETPGIRYQYNV
	1767.91
	84.5
	83

	170294-074
	35196_074
	ETPGIRYQYNVLPQG
	1734.93
	95.1
	82

	170294-075
	35196_075
	IRYQYNVLPQGWKGS
	1809.06
	93.4
	78

	170294-076
	35196_076
	YNVLPQGWKGSPAIF
	1676.94
	92.9
	83

	170294-077
	35196_077
	PQGWKGSPAIFQSSM
	1620.85
	90.0
	81

	170294-078
	35196_078
	KGSPAIFQSSMTKIL
	1607.93
	93.0
	76

	170294-079
	35196_079
	AIFQSSMTKILEPFR
	1768.11
	89.3
	78

	170294-080
	35196_080
	SSMTKILEPFRKQNP
	1776.08
	82.4
	77

	170294-081
	35196_081
	KILEPFRKQNPDIVI
	1810.17
	95.2
	73

	170294-082
	35196_082
	PFRKQNPDIVIYQYM
	1912.25
	95.2
	81

	170294-083
	35196_083
	QNPDIVIYQYMDDLY
	1890.11
	90.4
	89

	170294-084
	35196_084
	IVIYQYMDDLYVGSD
	1794.02
	86.0
	89

	170294-085
	35196_085
	QYMDDLYVGSDLEIG
	1717.87
	94.1
	83

	170294-086
	35196_086
	DLYVGSDLEIGQHRT
	1702.84
	93.7
	78

	170294-087
	35196_087
	GSDLEIGQHRTKIEE
	1711.83
	94.4
	77

	170294-088
	35196_088
	EIGQHRTKIEELRQH
	1874.07
	94.8
	75

	170294-089
	35196_089
	HRTKIEELRQHLLRW
	2015.34
	91.5
	71

	170294-090
	35196_090
	IEELRQHLLRWGFTT
	1899.17
	92.6
	78

	170294-091
	35196_091
	RQHLLRWGFTTPDKK
	1883.18
	95.6
	73

	170294-092
	35196_092
	LRWGFTTPDKKHQKE
	1871.11
	94.8
	71

	170294-093
	35196_093
	FTTPDKKHQKEPPFL
	1813.08
	81.7
	72

	170294-094
	35196_094
	DKKHQKEPPFLWMGY
	1904.21
	97.1
	75

	170294-095
	35196_095
	QKEPPFLWMGYELHP
	1872.17
	94.2
	84

	170294-096
	35196_096
	PFLWMGYELHPDKWT
	1920.21
	83.8
	80

	170294-097
	35196_097
	MGYELHPDKWTVQPI
	1814.08
	90.7
	81

	170294-098
	35196_098
	LHPDKWTVQPIVLPE
	1772.07
	92.8
	75

	170294-099
	35196_099
	KWTVQPIVLPEKDSW
	1826.11
	91.5
	82

	170294-100
	35196_100_W1
	QPIVLPEKDSWTVND
	1740.92
	84.1
	80

	170294-101
	35196_101
	LPEKDSWTVNDIQKL
	1786
	95.3
	78

	170294-102
	35196_102
	DSWTVNDIQKLVGKL
	1715.95
	95.0
	84

	170294-103
	35196_103
	VNDIQKLVGKLNWAS
	1684.94
	84.2
	74

	170294-104
	35196_104_W1
	QKLVGKLNWASQIYA
	1719.01
	85.7
	77

	170294-105
	35196_105
	GKLNWASQIYAGIKV
	1647.93
	95.5
	74

	170294-106
	35196_106_W1
	WASQIYAGIKVKQLC
	1708.05
	82.7
	77

	170294-107
	35196_107
	IYAGIKVKQLCKLLR
	1746.23
	93.1
	72

	170294-108
	35196_108
	IKVKQLCKLLRGTKA
	1699.16
	95.6
	71

	170294-109
	35196_109_W2
	QLCKLLRGTKALTEV
	1673.03
	89.5
	75

	170294-110
	35196_110
	LLRGTKALTEVIPLT
	1624.97
	85.7
	73

	170294-111
	35196_111
	TKALTEVIPLTEEAE
	1643.82
	95.0
	81

	170294-112
	35196_112
	TEVIPLTEEAELELA
	1656.82
	80.8
	87

	170294-113
	35196_113
	PLTEEAELELAENRE
	1742.83
	80.1
	83

	170294-114
	35196_114
	EAELELAENREILKE
	1785.94
	96.4
	77

	170294-115
	35196_115
	ELAENREILKEPVHG
	1733.92
	86.2
	73

	170294-116
	35196_116
	NREILKEPVHGVYYD
	1832.04
	96.0
	69

	170294-117
	35196_117
	LKEPVHGVYYDPSKD
	1746.94
	94.7
	78

	170294-118
	35196_118
	VHGVYYDPSKDLIAE
	1705.89
	92.8
	79

	170294-119
	35196_119
	YYDPSKDLIAEIQKQ
	1811.03
	91.8
	87

	170294-120
	35196_120
	SKDLIAEIQKQGQGQ
	1642.82
	95.9
	80

	170294-121
	35196_121
	IAEIQKQGQGQWTYQ
	1777.94
	94.4
	85

	170294-122
	35196_122_W1
	QKQGQGQWTYQIYQE
	1885.01
	91.0
	83

	170294-123
	35196_123_W1
	QGQWTYQIYQEPFKN
	1930.1
	87.8
	81

	170294-124
	35196_124
	TYQIYQEPFKNLKTG
	1830.06
	91.7
	78

	170294-125
	35196_125
	YQEPFKNLKTGKYAR
	1843.11
	95.8
	73

	170294-126
	35196_126
	FKNLKTGKYARMRGA
	1741.08
	92.6
	69

	170294-127
	35196_127
	KTGKYARMRGAHTND
	1705.9
	86.5
	71

	170294-128
	35196_128
	YARMRGAHTNDVKQL
	1760
	89.1
	79

	170294-129
	35196_129
	RGAHTNDVKQLTEAV
	1638.78
	93.3
	76

	170294-130
	35196_130
	TNDVKQLTEAVQKIA
	1657.86
	93.5
	73

	170294-131
	35196_131
	KQLTEAVQKIATESI
	1658.89
	91.1
	77

	170294-132
	35196_132_W2
	EAVQKIATESIVIWG
	1643.88
	84.7
	80

	170294-133
	35196_133
	KIATESIVIWGKTPK
	1670.99
	83.1
	68

	170294-134
	35196_134
	ESIVIWGKTPKFKLP
	1743.11
	92.6
	75

	170294-135
	35196_135
	IWGKTPKFKLPIQKE
	1813.2
	83.0
	71

	170294-136
	35196_136
	TPKFKLPIQKETWEA
	1816.11
	94.2
	74

	170294-137
	35196_137
	KLPIQKETWEAWWTE
	1945.17
	91.2
	81

	170294-138
	35196_138
	QKETWEAWWTEYWQA
	2042.16
	92.0
	84

	170294-139
	35196_139_W3
	WEAWWTEYWQATWIP
	2053.24
	85.8
	90

	170294-140
	35196_140_W1
	WTEYWQATWIPEWEF
	2072.24
	91.5
	88

	170294-141
	35196_141
	WQATWIPEWEFVNTP
	1904.09
	92.2
	92

	170294-142
	35196_142
	WIPEWEFVNTPPLVK
	1855.15
	95.6
	79

	170294-143
	35196_143
	WEFVNTPPLVKLWYQ
	1920.23
	96.1
	82

	170294-144
	35196_144
	NTPPLVKLWYQLEKE
	1858.15
	91.8
	80

	170294-145
	35196_145
	LVKLWYQLEKEPIVG
	1815.17
	90.5
	83

	170294-146
	35196_146_W1
	WYQLEKEPIVGAETF
	1810.02
	95.4
	88

	170294-147
	35196_147
	EKEPIVGAETFYVDG
	1653.79
	92.7
	87

	170294-148
	35196_148
	IVGAETFYVDGAANR
	1582.73
	94.8
	91

	170294-149
	35196_149
	ETFYVDGAANRETKL
	1713.85
	96.4
	82

	170294-150
	35196_150
	VDGAANRETKLGKAG
	1486.63
	81.7
	74

	170294-151
	35196_151
	ANRETKLGKAGYVTD
	1622.78
	93.9
	80

	170294-152
	35196_152
	TKLGKAGYVTDRGRQ
	1649.86
	86.1
	80

	170294-153
	35196_153
	KAGYVTDRGRQKVVS
	1663.89
	92.4
	74

	170294-154
	35196_154
	VTDRGRQKVVSLTDT
	1674.86
	95.7
	79

	170294-155
	35196_155
	GRQKVVSLTDTTNQK
	1674.85
	89.2
	73

	170294-156
	35196_156_W2
	VVSLTDTTNQKTELQ
	1676.81
	92.6
	80

	170294-157
	35196_157
	TDTTNQKTELQAIHL
	1712.85
	83.9
	79

	170294-158
	35196_158
	NQKTELQAIHLALQD
	1721.92
	96.6
	84

	170294-159
	35196_159
	ELQAIHLALQDSGLE
	1636.82
	94.0
	84

	170294-160
	35196_160
	IHLALQDSGLEVNIV
	1620.86
	88.0
	77

	170294-161
	35196_161
	LQDSGLEVNIVTDSQ
	1617.72
	87.1
	87

	170294-162
	35196_162_W3
	GLEVNIVTDSQYALG
	1578.73
	88.0
	85

	170294-163
	35196_163_W1
	NIVTDSQYALGIIQA
	1605.81
	91.0
	91

	170294-164
	35196_164
	DSQYALGIIQAQPDK
	1646.83
	94.7
	91

	170294-165
	35196_165
	ALGIIQAQPDKSESE
	1585.73
	93.2
	81

	170294-166
	35196_166
	IQAQPDKSESELVSQ
	1658.78
	95.5
	85

	170294-167
	35196_167
	PDKSESELVSQIIEQ
	1701.84
	94.0
	85

	170294-168
	35196_168
	ESELVSQIIEQLIKK
	1757.04
	94.7
	74

	170294-169
	35196_169
	VSQIIEQLIKKEKVY
	1818.17
	94.6
	81

	170294-170
	35196_170
	IEQLIKKEKVYLAWV
	1860.25
	87.7
	81

	170294-171
	35196_171
	IKKEKVYLAWVPAHK
	1810.2
	94.7
	78

	170294-172
	35196_172
	KVYLAWVPAHKGIGG
	1595.9
	92.1
	73

	170294-173
	35196_173
	AWVPAHKGIGGNEQV
	1562.73
	90.9
	77

	170294-174
	35196_174
	AHKGIGGNEQVDKLV
	1564.74
	86.8
	80

	170294-175
	35196_175
	IGGNEQVDKLVSAGI
	1499.67
	92.6
	83

	170294-176
	35196_176
	EQVDKLVSAGIRKVL
	1654.96
	81.1
	76

	170294-177
	35196_177
	KLVSAGIRKVLFLDG
	1615.98
	88.5
	80

	170294-178
	35196_178
	AGIRKVLFLDGIDKA
	1615.94
	94.7
	77

	170294-179
	35196_179
	KVLFLDGIDKAQEEH
	1741.95
	93.6
	79

	170294-180
	35196_180
	LDGIDKAQEEHEKYH
	1811.91
	89.9
	73

	170294-181
	35196_181
	DKAQEEHEKYHSNWR
	1957.03
	89.9
	71

	170294-182
	35196_182
	EEHEKYHSNWRAMAS
	1874.99
	89.4
	74

	170294-183
	35196_183
	KYHSNWRAMASDFNL
	1840.05
	88.9
	75

	170294-184
	35196_184
	NWRAMASDFNLPPVV
	1716.98
	97.2
	82

	170294-185
	35196_185
	MASDFNLPPVVAKEI
	1630.92
	89.2
	84

	170294-186
	35196_186
	FNLPPVVAKEIVASC
	1586.91
	91.6
	87

	170294-187
	35196_187
	PVVAKEIVASCDKCQ
	1589.88
	88.7
	78

	170294-188
	35196_188
	KEIVASCDKCQLKGE
	1650.91
	88.9
	75

	170294-189
	35196_189_W1
	ASCDKCQLKGEAMHG
	1577.8
	84.5
	76

	170294-190
	35196_190
	KCQLKGEAMHGQVDC
	1646.9
	82.6
	82

	170294-191
	35196_191
	KGEAMHGQVDCSPGI
	1528.71
	86.0
	81

	170294-192
	35196_192
	MHGQVDCSPGIWQLD
	1685.89
	86.9
	82

	170294-193
	35196_193
	VDCSPGIWQLDCTHL
	1686.92
	86.8
	81

	170294-194
	35196_194
	PGIWQLDCTHLEGKI
	1709.97
	85.5
	80

	170294-195
	35196_195
	QLDCTHLEGKIILVA
	1652.96
	91.4
	82

	170294-196
	35196_196
	THLEGKIILVAVHVA
	1599.92
	92.4
	75

	170294-197
	35196_197
	GKIILVAVHVASGYI
	1539.88
	90.5
	77

	170294-198
	35196_198_W1
	LVAVHVASGYIEAEV
	1556.77
	90.8
	84

	170294-199
	35196_199
	HVASGYIEAEVIPAE
	1584.74
	95.5
	82

	170294-200
	35196_200
	GYIEAEVIPAETGQE
	1605.7
	80.1
	87

	170294-201
	35196_201
	AEVIPAETGQETAYF
	1625.74
	92.2
	91

	170294-202
	35196_202
	PAETGQETAYFLLKL
	1680.91
	94.9
	85

	170294-203
	35196_203
	GQETAYFLLKLAGRW
	1753.03
	93.7
	82

	170294-204
	35196_204
	AYFLLKLAGRWPVKT
	1763.16
	94.4
	80

	170294-205
	35196_205
	LKLAGRWPVKTIHTD
	1735.05
	90.8
	76

	170294-206
	35196_206
	GRWPVKTIHTDNGSN
	1681.81
	94.1
	77

	170294-207
	35196_207
	VKTIHTDNGSNFTST
	1621.7
	91.2
	83

	170294-208
	35196_208
	HTDNGSNFTSTTVKA
	1579.62
	88.3
	82

	170294-209
	35196_209_W1
	GSNFTSTTVKAACWW
	1658.83
	86.2
	83

	170294-210
	35196_210_W1
	TSTTVKAACWWAGIK
	1622.88
	96.6
	73

	170294-211
	35196_211
	VKAACWWAGIKQEFG
	1693.97
	89.3
	81

	170294-212
	35196_212
	CWWAGIKQEFGIPYN
	1812.07
	94.3
	82

	170294-213
	35196_213
	GIKQEFGIPYNPQSQ
	1705.89
	97.5
	75

	170294-214
	35196_214
	EFGIPYNPQSQGVVE
	1663.8
	96.4
	86

	170294-215
	35196_215_W1
	PYNPQSQGVVESMNK
	1677.84
	95.6
	80

	170294-216
	35196_216
	QSQGVVESMNKELKK
	1704.93
	86.3
	81

	170294-217
	35196_217
	VVESMNKELKKIIGQ
	1716.04
	97.4
	77

	170294-218
	35196_218
	MNKELKKIIGQVRDQ
	1800.13
	95.5
	77

	170294-219
	35196_219_W1
	LKKIIGQVRDQAEHL
	1748.05
	81.7
	74

	170294-220
	35196_220
	IGQVRDQAEHLKTAV
	1664.87
	82.0
	75

	170294-221
	35196_221
	RDQAEHLKTAVQMAV
	1696.93
	91.6
	74

	170294-222
	35196_222_W2
	EHLKTAVQMAVFIHN
	1738.02
	91.7
	79

	170294-223
	35196_223
	TAVQMAVFIHNFKRK
	1790.15
	92.5
	75

	170294-224
	35196_224
	MAVFIHNFKRKGGIG
	1675.02
	94.8
	74

	170294-225
	35196_225
	IHNFKRKGGIGGYSA
	1604.83
	93.6
	74

	170294-226
	35196_226
	KRKGGIGGYSAGERI
	1548.76
	96.8
	71

	170294-227
	35196_227
	GIGGYSAGERIVDII
	1519.72
	95.2
	87

	170294-228
	35196_228
	YSAGERIVDIIATDI
	1635.84
	90.6
	83

	170294-229
	35196_229
	ERIVDIIATDIQTKE
	1743.96
	92.2
	84

	170294-230
	35196_230
	DIIATDIQTKELQKQ
	1743.96
	93.6
	82

	170294-231
	35196_231_W1
	TDIQTKELQKQITKI
	1787.06
	89.9
	77

	170294-232
	35196_232
	TKELQKQITKIQNFR
	1875.18
	96.6
	72

	170294-233
	35196_233_W1
	QKQITKIQNFRVYYR
	1985.32
	92.2
	77

	170294-234
	35196_234
	TKIQNFRVYYRDSRD
	1961.18
	94.0
	77

	170294-235
	35196_235
	NFRVYYRDSRDPLWK
	2015.28
	96.4
	72

	170294-236
	35196_236
	YYRDSRDPLWKGPAK
	1852.1
	94.1
	79

	170294-237
	35196_237
	SRDPLWKGPAKLLWK
	1795.16
	97.1
	73

	170294-238
	35196_238
	LWKGPAKLLWKGEGA
	1653.97
	93.1
	78

	170294-239
	35196_239
	PAKLLWKGEGAVVIQ
	1608.93
	92.7
	78

	170294-240
	35196_240
	LWKGEGAVVIQDNSD
	1630.76
	95.5
	84

	170294-241
	35196_241_W2
	EGAVVIQDNSDIKVV
	1585.76
	80.3
	81

	170294-242
	35196_242
	VIQDNSDIKVVPRRK
	1767.06
	94.2
	76

	170294-243
	35196_243
	NSDIKVVPRRKAKII
	1737.12
	89.0
	70

	170294-244
	35196_244_W1
	KVVPRRKAKIIRDYG
	1799.2
	96.5
	72

	170294-245
	35196_245
	RRKAKIIRDYGKQMA
	1834.22
	92.8
	70

	170294-246
	35196_246_W1
	KIIRDYGKQMAGDDC
	1712.96
	88.3
	83

	170294-247
	35196_247
	DYGKQMAGDDCVASR
	1615.76
	82.4
	83

	170294-248
	35196_248
	QMAGDDCVASRQDED
	1639.69
	88.2
	84

	170294-249
	35196_249
	DDCVASRQDED
	1252.24
	85.5
	84
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