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Sequence:
As compared to GenBank M31113:
12 mismatches (pol; T80P, T81A, P82A, I134V, L346S, E542G), (gag; L493F, H495Q), (nef; N117D, H138R, I140V)

agcattacaaagaatatgaaataggaagtgtcaaggctaagagagttgagaaCCATTATTAGTAACTAGAGTATAAAAATGGTTAGGAGGCTGTGTAAGTAATATAATCCAACCTCCTACCCTATGCAGAACAATTTTCCACAATATTTGTATAGCTATGGAAGCCCTCTATTACAAGACTCTTGGGGGCAAAAATCTTAGCTCTGTGCTGTTGCACCCTTTCTTCCCATTTCCAGACAGTTCTAATTATTAGAAAATTATTTCTTATGCCCATTGCATCTTTCTTAACCTCTCTAGAGTCGACCTGCAGCCCAAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTAAGCGGATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATTCGACGCTCTCCCTTATGCGACTCCTGCATTAGGAAGCAGCCCAGTAGTAGGTTGAGGCCGTTGAGCACCGCCGCCGCAAGGAATGGTGCATGCAAGGAGATGGCGCCCAACAGTCCCCCGGCCACGGGGCCTGCCACCATACCCACGCCGAAACAAGCGCTCATGAGCCCGAAGTGGCGAGCCCGATCTTCCCCATCGGTGATGTCGGCGATATAGGCGCCAGCAACCGCACCTGTGGCGCCGGTGATGCCGGCCACGATGCGTCCGGCGTAGAGGATCTGGCTAGCGATGACCCTGCTGATTGGTTCGCTGACCATTTCCGGGTGCGGGACGGCGTTACCAGAAACTCAGAAGGTTCGTCCAACCAAACCGACTCTGACGGCAGTTTACGAGAGAGATGATAGGGTCTGCTTCAGTAAGCCAGATGCTACACAATTAGGCTTGTACATATTGTCGTTAGAACGCGGCTACAATTAATACATAACCTTATGTATCATACACATACGATTTAGGTGACACTATAGAATACACGGAATTCGAGCTCGCCCGGGGATCCTCTAGAAAGTAAATAATCAAGAATTCGCCATTTAAACCAAGATTCTGAAACTCACCATCTCTATTAGTTTCCCATTCTACATTTTCTTCTTCACTTTCTGGAGTTCTTTCCTTAGTGATTTTTATGTCTTCCTTTTCCCTATGTCTCCCTCTTGAAGATTCTTTCTAAAAAAGTACATACATACATTCAGATTACTATATTTTTAAAAATTATGAGGTAGTTTATTGTAATAAGAGAACATTTTAATTTCATTCATCTCTGTTTCATCAAAGAATCAGTTTTGTAAATAGTCACTTATCCACTAAGTAGAGAAAGTGACAAATTCTAGTTTAGCACCACAATGAAAAGACTATACTCCATTTTACTAAAGAACAAAAACTACTAAACAACAAAAACTAAAAGAGATGTAGACTATACTACATCTATTTTACTAAAGAACAAAAACTTTAAATATTAAAGAGTAGCTAAGATGTAAAAATATACAATGCAAATCTAATACTTTAACAAACTTGTGACATTCAGCTACACAGTAAGTTTCCACGTGAAAACCACTGGGGAAAAGACAGTTTAAAATGAATAAAATACAATGGAAGGATTTGTAAGTGATTATATTTTAAAATGTCAAAAAAGGGCTAAACCATTCACCACAGACTTCTAAAAATAACTGATCTAGGACTTGTCATATATTCAAGTAATTGTCATTTTCCTAGACACCCAAGGATAAATCCAAACTCATTTAATAGTATTATAAAGGTTTACAAAAATATATTTTACCCATTTTGATGAAACCAAATGGTACCTAAAATAGTAAATTAGTCCTCACTACTGCTGCTAAAAAACAGGTTTTACATTTTATTCCAGGTATAAAAGCAGCTTACACACAAAAAAGGACAAAATTAATTCAGATTATAAAAGTCAATTAAATGTCCTATTACATAAGAACTCCAAATCATATTTTACTAGGTGGTAAGAAAATAAAAGTAACCAGTGTTATATAATTGTTATCTTCCACCACAGCAGAAGTCTTACTTTTACTAACATTGTAAATACTATGAAAGACACTTACACACAAGGATATTAAGTGCTCAAATTTCTTTCTGAGCATTACTAATCATAAAATTTGGCTGCTTTAAAACACAAATTAATTTCTCTTTGTAGTTTTCTTCTTAAAGAACTCTAGTATATATAACTGCCCCTAAATTCTACATATTTAGGCATGAAGTCATACTGTAAATATTACTGACAAAATTTGGATTTGATTGCTGGTAAGACAACAGAGGCTGACGAAAATAATTTGTAAGTTATATGAGAATAAAACCTGTCATGAAAAAAATGGTGAAGAGTCAAGAAAACAGAAATGGGCCTCTACTTGAACAGAAGACAAAAGGAAGAAATATAATTTACTTTTACTCTTAAAACATATTATGTGGAACATCAATGAAGAACTATCCTACATCCCAAACAATTTTTGAATGTTCTGTGGATTAAACCCACTGTAAATATACATTACTGAATAACTATACCAAAAATATTTAATAGGAGGTTATCTCCAAATTATTAAATAACATATTCTGTGCTTTCTGTCCACTTAAAAGTATGTAAAATCCAATTGTAAGTCTAGTTAAAAAGGGTGTCAGAGCAGTAGTGCTGGTGCTGCAAAATCAATCTATAAATTTGTAACATTTTTTATCAGATTTAGAGCCAGAAATGTTGTATCAATAAATGTGGAAGGGCTGTATTACAGTGATAGAAGACATAGAATCCTAGACATATACTTAGAAAAGGAAGAGGGAATAATTGGAGACTGGCAGAACTATACTCATGGACCAGGAGTAAGGTATCCAAAGTTCTTTGGGTGGTTATGGAAGCTAGTACCAGTAGATGTCCCACAAGAGGGAGATGACAGTGAGACTCACTGCTTAGTGCATCCAGCACAAACAAGCAGGTTTGATGACCCGCATGGAGAAACATTAGTTTGGAGGTTTGACCCCACGCTAGCTTTTAGCTACGAGGCCTTTATTCGATACCCAGAGGAGTTTGGGTACAAGTCAGGCCTGCCAGAGGATGAATGGAAGGCAAGACTGAAAGCAAGAGGGATACCGTTTAGCTAAAAACAGGAACAGCTATACTTGGTCAGGGCAGGAAGTAACTAACAGAAAACAGCTGAGACTGCAGGGACTTTCCAGAAGGGGCTGTTACCAGGGGAGGGACATGGGAGGAGCCGGTGGGGAACGCCCTCATACTTTCTGTATAAATGTACCCGCTACTCGCATTGTATTCAGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGGAGGTTCTCTCCAGCACTAGCAGGTAGAGCCTGGGTGTTCCCTGCTAGACTCTCACCAGTGCTTGGCCGGCACTGGGCAGACGGCTCCACGCTTGCTTGCTTAAAAGACCTCTTAATAAAGCTGCCAGTTAGAAGCAAGTTAAGTGTGTGCTCCCATCTCTCCTAGTCGCCGCCTGGTCATTCGGTGTTCATCTAAAGTAACAAGACCCTGGTCTGTTAGGACCCTTTCTGCTTTGGGAAACCAAGGCAGGAAAATCCCTAGCAGGTTGGCGCCCGAACAGGGACTTGAAGAAGACTGAGAAGCCTTGGAACACGGCTGAGTGAAGGCAGTAAGGGCGGCAGGAACAAACCACGACGGAGTGCTCCTAGAAAAGCGCAGGCCGAGGTACCAAGGGCGGCGTGTGGAGCGGGAGTGAAAGAGGCCTCCGGGTGAAGGTAAGTGCCTACACCAAATACAGTAGCCAGAAGGGCTTGTTATCCTACCTTTAGACGGGTAGAAGATTGTGGGAGATGGGCGCGAGAAACTCCGTCTTGAGAGGGAAAAAAGCAGACGAATTAGAAAAGATTAGGTTACGGCCCGGCGGAAAGAAAAAATATAGGCTAAAACATATTGTGTGGGCAGCGAATGAATTGGACAGATTCGGATTGGCAGAGAGCCTGTTGGAGTCAAAAGAGGGTTGCCAAAAAATTCTTACAGTTTTAGATCCATTAGTACCGACAGGGTCAGAAAATTTAAAAAGCCTTTTTAATACTGTCTGCGTCATTTGGTGTATACACGCAGAAGAGAAAGCGAAAGATACTGAAGAAGCAAAACAAAAGGTACAGAGACATCTAGTGGCAGAAACAAAAACTACAGAAAAAATGCCAAGTACAAGTAGACCAACAGCACCACCTAGCGGGAACGGAGGAAACTTCCCCGTACAACAAGTGGCCGGCAACTATACCCATGTGCCACTAAGTCCCCGAACCCTAAATGCTTGGGTAAAACTAGTAGAGGAAAAGAAGTTCGGGGCAGAAGTAGTGCCAGGATTTCAGGCACTCTCAGAAGGCTGCACGCCCTATGATATTAATCAAATGCTTAATTGTGTGGGCGACCATCAAGCAGCTATGCAAATAATCAGGGAAATTATTAATGAAGAAGCAGCAGATTGGGACGCACAACACCCAATACCAGGCCCCTTACCAGCGGGGCAGCTCAGGGAGCCAAGGGGATCTGACATAGCAGGGACAACAAGCACAGTAGAAGAGCAGATCCAGTGGATGTTTAGGCCACAAAATCCTGTACCAGTAGGAAGCATCTATAGAAGATGGATCCAGATAGGGCTACAGAAGTGCGTCAGGATGTACAACCCAACCAACATCCTAGACATAAAACAGGGACCAAAGGAGCCATTCCAGAGTTATGTAGATAGATTCTACAAGAGCTTGAGGGCAGAACAAACAGATCCAGCAGTAAAAAATTGGATGACCCAAACACTGCTAGTGCAGAATGCCAACCCAGACTGTAAGTTAGTACTAAAAGGACTAGGGATAAATCCTACCTTAGAAGAAATGCTAACCGCCTGTCAGGGGGTAGGTGGACCAGGCCAGAAAGCCAGATTAATGGCAGAAGCCTTAAAGGAGGCCATGGCACCAGCCCCCATCCCATTTGCAGCAGCCCAACAGAGAAGGACAATTAAGTGCTGGAATTGCGGAAAGGAAGGGCACTCGGCAAGACAATGCCGAGCACCTAGAAGACAAGGCTGCTGGAAATGTGGCAAGGCAGGACACATCATGGCAAAATGCCCAGAAAGACAGGCGGGTTTTTTAGGGTTGGGCCCATGGGGAAAGAAGCCCCGCAATTTCCCTGTGGCCCAAATCCCGCAGGGGCTGACACCAACAGCACCCCCGATAGACCCAGTAGAGGACCTACTAGAGAAGTACATGCAGCAAGGGAAAAGGCAGAGAGAGCAGAGAGAGAGGCCATACAAAGAAGTGACAGAGGACTTACTACACCTCGAGAAACAAGAGACACCATGCAGAGAGACGACAGAGGACTTGCTGCACCTCAATTCTCTCTTTGGAAAAGACCAGTAGTCACAGCACATGTTGAGGGCCAGCCAGTAGAAGTTTTGCTAGACACAGGGGCTGACGACTCAATAGTAGCAGGAATAGAGTTAGGGAGCAATTATAGTCCAAAGATAGTAGGGGGAATAGGGGGATTCATAAATACCAAAGAATATAAAAATGTAGAAATAAGAGTATTAAATAAAAGAGTAAGAGCCACCATAATGACAGGTGATACCCCAATCAACATTTTTGGCAGAAACATTCTGACAGCCTTAGGCATGTCATTAAATCTACCAGTCGCCAAGATAGAACCAATAAAAATAATGCTGAAGCCAGGAAAGGATGGACCAAAACTGAGACAATGGCCCTTAACAAAAGAAAAAATAGAGGCACTAAAAGAGATCTGTGAGAAAATGGAAAGAGAGGGCCAGCTAGAGGAGGCACCTCCAACTAATCCTTATAATACCCCCACATTTGCAATCAAGAAAAAGGACAAAAACAAATGGAGAATGCTAATAGATTTTAGAGAACTAAACAAGGTAACTCAAGACTTCACAGAAATCCAGTTAGGAATTCCACACCCAGCAGGACTAGCCAAGAAGAAACGAATTACTGTCCTAGATGTAGGGGATGCTTACTTTTCCATACCACTACATGAGGATTTTAGACAGTATACTGCATTTACTCTACCATCAATAAACAATGCTGAACCAGGAAAAAGATACATATATAAAGTCTTACCACAGGGATGGAAGGGATCACCAGCAATTTTTCAGTACACAATGAGGCAGGTCTTAGAACCATTCAGAAAAGCAAACCCGGATATCATTCTCATTCAGTACATGGATGATATCTTGATAGCCAGCGACAGGACAGATTTAGAACATGACAGAGTGGTTCTGCAGCTAAAGGAACTTCTAAATGGCCTGGGATTTTCCACCCCAGATGAGAAGTTCCAAAAAGACCCTCCATACCAATGGATGGGCTATGAACTGTGGCCAACTAAATGGAAGCTGCAAAGAATACAATTGCCCCAAAAGGAAGTATGGACAGTCAATGACATCCAAAAACTGGTGGGTGTCCTAAATTGGGCAGCACAAATCTACCCAGGGATAAAGACCAGAAACTTATGTAGGTTAATCAGAGGAAAAATGACACTCACAGAAGAGGTACAGTGGACAGAATTAGCAGAAGCGGAACTAGAAGAAAACAAAATCATCTTAAGCCAGGAACAAGAAGGATGCTATTACCAAGAGGAAAAGGAGCTAGAAGCAACAGTCCAAAAAGATCAAGACAATCAGTGGACATATAAGATACACCAGGGAGAAAAAATTCTAAAAGTAGGAAAATATGCAAAGGTAAAAAATACCCACACCAACGGAGTCAGACTCCTAGCACAAGTAGTTCAAAAAATAGGAAAAGAAGCACTAGTCATTTGGGGACGAATACCAAAATTTCACCTACCAGTAGAAAGAGATACCTGGGAACAGTGGTGGGATAACTACTGGCAAGTGACATGGATCCCAGACTGGGACTTCATATCTACCCCGCCACTGGTCAGATTAGTATTTAACCTGGTGAAAGATCCCATACTAGGCGCAGAAACCTTCTACACAGATGGATCCTGCAATAAGCAATCAAGAGAAGGAAAAGCAGGATACATAACAGATAGAGGAAGAGACAAGGTGAGGCTATTAGAGCAAACCACCAATCAGCAAGCAGAATTAGAAGCCTTTGCGATGGCAGTAACAGACTCAGGTCCAAAGGCCAACATTATAGTAGACTCACAATATGTAATGGGAATAGTAGCAGGCCAACCAACAGAGTCAGAGAGTAAAATAGTAAATCAAATCATAGAAGAAATGATAAAAAAGGAAGCAATCTATGTTGCATGGGTCCCAGCCCATAAAGGCATAGGAGGAAATCAGGAGGTAGATCACTTAGTAAGTCAGGGCATCAGACAAGTATTATTCCTAGAGAAAATAGAACCCGCTCAGGAGGAACATGAAAAATATCATAGCAATGTAAAAGAACTATCCCATAAATTTGGACTGCCCAAATTAGTGGCAAGACAAATAGTAAACACATGCACCCAATGTCAGCAGAAAGGGGAGGCTATACATGGGCAAGTAAATGCAGAATTAGGCACTTGGCAAATGGACTGCACACACTTAGAAGGAAAAATCATTATAGTAGCAGTACATGTTGCAAGTGGATTTATAGAAGCAGAAGTCATCCCACAGGAATCAGGAAGGCAAACGGCACTCTTCCTACTAAAACTGGCCAGTAGGTGGCCAATAACACATTTGCACACAGACAATGGTGCCAACTTCACTTCACAGGAAGTAAAGATGGTGGCATGGTGGATAGGTATAGAACAATCCTTCGGAGTACCTTACAATCCACAAAGCCAAGGAGTAGTGGAAGCAATGAATCACCACCTAAAAAATCAGATAAGCAGAATTAGAGAGCAGGCAAACACAGTAGAAACAATAGTACTAATGGCAGTTCATTGCATGAATTTTAAAAGGAGGGGAGGAATAGGGGATATGACCCCAGCAGAAAGACTAATCAATATGGTCACTGCAGAACAGGAAATACAATTCCTCCAAGCAAAAAATTCAAAATTACAAAATTTTCGGGTCTATTTCAGAGAAGGCAGAGATCAGCTGTGGAAAGGACCTGGGGAACTACTGTGGAAGGGGGACGGAGCAGTCATAGTCAAGGTAGGGGCTGACATAAAAATAATACCAAGAAGGAAAGCTAAGATCATCAAAGACTATGGAGGAAGGCAAGAGATGGATAGCGGTTCCAACTTGGAGGGTGCCAGGGAGGATGGAGAGGTGGCATAGCCTTATCAAGTATCTAAAATACAGAACAGGAGATCTAGAGAAGGTGTGCTATGTTCCCCACCATAAGGTGGGATGGGCGTGGTGGACTTGCAGCAGGGTAATATTCCCATTAAAAGGAGAAAGTCATCTGGAGATACAGGCATACTGGAACCTAACACCAGAAAAAGGATGGCTCTCCTCCTATTCAGTAAGACTAACTTGGTATACAGAAAAATTCTGGACAGATGTTACCCCAGACTGTGCGGACTCCCTAATACATAGCACTTATTTCTCTTGCTTTACGGCAGGCGAAGTAAGAAGAGCCATCAGAGGGGAAAAGCTATTATCCTGCTGCAACTACCCCCAAGCCCATAAGTACCAGGTACCGTCACTCCAGTTTCTGGCCTTAGTGGTAGTGCAACAAAATGGCAGGCCCCAGAGAGACAATACCACCAGGAAACAGTGGCGAAGAAACTATCGGAGAGGCCTTCGAGTGGCTAGACAGGACGGTAGAAGCCATAAACAGAGAGGCAGTGAACCACCTGCCCCGAGAGCTTATTTTCCAGGTGTGGCAAAGGTCCTGGAGATACTGGCATGATGAACAAGGAATGTCAATAAGTTACACAAAGTATAGATATTTGTGCCTAATGCAGAAAGCTATGTTCATACATTCTAAGAGAGGGTGCACTTGCCTGGGGGGAGGACATGGGCCGGGAGGATGGAGATCAGGACCTCCCCCTCCTCCCCCTCCAGGTCTAGTCTAATGACTGAAGCACCAACAGAGTCTCCCCCGGAGGATAGGACCCCACCGAGGGAGCCAGGGGATGAGTGGGTAATAGAAACCCTGAGAGAGATAAAATAAGAAGCTTTAAAGCACTTTGACCCTCGCTTGCTAATTACTCTTGGCAACTATATCTATGCTAGACATGGAGACACCCTTGAAGGCGCCAGAGGGCTCATTAGGATCCTACAACGAGCCCTCCTCTTGCACTTCAGAGCAGGATGCGGCCGCTCAAGGATTGGTCAGCCCAGGGGACGAAATCCTTTATCAGCTATACCAACCCCTAGAGGCATGCGATAACAAATGTTACTGTAAAAAGTGCTGCTACCATTGCCAGATGTGTTTTTTAAACAAGGGGCTCGGGATATGGTATGAACGAAAGGGCAGAAGAAGAAGAACTCCGAAGAAAACTAAGGCTCATTCGTCTTCTGCATCAGACAAGTGAGTAAGATGTGTGGTAGGAATCAACTATTTGTTGCCAGCTTGCTAGCTAGTGCTTGCTTAATATATTGCGTCCAATATGTGACTGTTTTCTATGGCGTGCCCGTGTGGAGAAATGCATCCATTCCCCTCTTTTGTGCAACTAAAAATAGAGATACTTGGGGAACCATACAGTGCTTGCCAGACAATGATGACTATCAGGAAATAGCTTTAAATGTGACAGAGGCCTTCGACGCATGGAATAATACAGTAACAGAACAAGCAGTAGAAGATGTCTGGAGTCTATTTGAGACATCAATAAAACCATGCGTCAAACTAACACCCTTATGTGTAGCAATGCGTTGTAACAGCACAACTGCAAAAAACACAACCTCCACACCAACAACCACCACAACAGCAAACACAACAATAGGAGAGAATTCTTCATGCATACGCACAGACAACTGCACAGGGTTGGGAGAAGAAGAGATGGTCGACTGTCAGTTCAATATGACAGGATTAGAGAGGGATAAGAAAAAACTATATAATGAAACATGGTACTCAAAAGATGTAGTCTGTGAATCAAATGACACCAAGAAAGAGAAAACATGTTACATGAACCACTGCAACACATCAGTCATCACAGAGTCATGTGACAAGCACTATTGGGATACTATGAGGTTTAGATATTGTGCACCACCGGGTTTTGCCCTGCTAAGATGCAATGATACCAATTATTCAGGCTTTGAGCCCAATTGTTCTAAGGTAGTAGCTGCTACATGTACAAGGATGATGGAAACGCAAACCTCCACTTGGTTTGGCTTTAATGGCACTAGGGCAGAAAATAGAACATATATCTATTGGCATGGTAGGGATAATAGAACTATCATTAGCTTAAACAAGTTTTATAATCTCACCGTACATTGTAAGAGGCCAGGAAACAAGACAGTTGTACCAATAACACTCATGTCAGGGTTAGTGTTTCACTCCCAGCCAATCAATAGAAGACCCAGGCAAGCATGGTGCTGGTTCAAAGGCGAGTGGAAGGAAGCCATGAAGGAGGTGAAGCTAACCCTTGCAAAACATCCCAGGTATAAAGGAACCAACGACACAGAAAAAATTCGTTTTATAGCGCCAGGAGAACGCTCAGACCCAGAAGTGGCATACATGTGGACTAACTGCAGAGGAGAATTTCTCTACTGCAATATGACTTGGTTCCTCAATTGGGTAGAAAACAGAACGAATCAGACACAGCACAATTATGTGCCATGCCATATAAAGCAAATAATTAATACCTGGCACAAGGTAGGGAAAAATGTATATTTGCCTCCTAGGGAAGGACAGTTAACCTGCAACTCTACAGTGACCAGCATAATTGCTAACATTGACGGAGGAGAGAACCAGACAAATATTACCTTTAGTGCAGAGGTGGCAGAACTATACCGATTAGAATTGGGGGATTATAAATTGATAGAAGTAACACCAATTGGCTTTGCACCTACACCAGTAAAAAGATACTCCTCTGCTCCAGTGAGGAATAAAAGAGGTGTATTCGTGCTAGGGTTCTTAGGTTTTCTCACGACAGCAGGAGCTGCAATGGGCGCGGCGTCCTTGACGCTGTCGGCTCAGTCTCGGACTTTATTGGCCGGGATAGTGCAGCAACAGCAACAGCTGTTGGACGTGGTCAAGAGACAACAAGAAATGTTGCGACTGACCGTCTGGGGAACAAAAAATCTCCAGGCAAGAGTCACTGCTATCGAGAAATACTTAAAGGACCAGGCGCAACTAAATTCATGGGGATGTGCGTTTAGACAAGTCTGCCACACTACTGTACCATGGGTAAATGACACCTTAACGCCTGATTGGAACAACATGACATGGCAGGAATGGGAGCAACGAATCCGCAACCTAGAGGCAAATATCAGTGAAAGTTTAGAACAGGCACAAATCCAGCAAGAAAAGAACATGTATGAACTACAAAAATTAAATAGCTGGGATGTTTTTGGCAACTGGTTTGATTTAACCTCCTGGATCAAATATATTCAGTATGGAGTTTATATAGTAGTAGGAATAATAGTTTTAAGAATAGTAATATATGTAGTACAAATGTTAAGTAGACTTAGAAAGGGCTATAGGCCTGTTTTCTCTTCCCCCCCCGCTTACTTCCAACAGATCCATATCCACAAGGACCGGGAACAGCCAGCCAGAGAAGAAACAGAAGAAGACGTTGGAAACAGCGTTGGAGACAATTGGTGGCCCTGGCCGATAAGATATATACATTTCCTGATCCGCCAGCTGATTCGCCTCTTGAACAGACTATACAACATCTGCAGGGACTTACTATCCAGGAGCTTCCAGACCCTCCAACTAATCTCCCAGAGTCTTCGGAGAGCATTGACAGCAGTCAGAGACTGGCTGAGATTTAACACAGCCTACCTGCAATATGGGGGCGAGTGGATCCAAGAAGCGTTCCGAGCCTTCGCGAGGGCTACGGGAGAGACTCTTACAAACGCCTGGAGAGGCTTCTGGGGGACACTGGGACAAATTGGGAGGGGAATACTTGCAGTCCCAAGAAGGATCAGGCAGGGGGCAGAAATCGCCCTCCTGTGAGGGACGGCGGTATCAACAGGGAGATTTTATGAATACCCCATGGAGAGCCCCAGCAGAAGGGGAGAAAGGCTCGTACAAGCAACAAAATATGGATGATGTAGATTCAGATGATGATGACCTAGTAGGGGTCCCTGTCACACCAAGAGTACCATTAAGAGAAATGACATATAGATTGGCAAGAAATATGTCACATTTGATAAAAGAAAAGGGGGGACTGGAAGGGCTGTATTACAGTGATAGAAGACATAGAATCCTAGACATATACTTAGAAAAGGAAGAGGGAATAATTGGAGACTGGCAGAACTATACTCATGGACCAGGAGTAAGGTATCCAAAGTTCTTTGGGTGGTTATGGAAGCTAGTACCAGTAGATGTCCCACAAGAGGGAGATGACAGTGAGACTCACTGCTTAGTGCATCCAGCACAAACAAGCAGGTTTGATGACCCGCATGGAGAAACATTAGTTTGGAGGTTTGACCCCACGCTAGCTTTTAGCTACGAGGCCTTTATTCGATACCCAGAGGAGTTTGGGTACAAGTCAGGCCTGCCAGAGGATGAATGGAAGGCAAGACTGAAAGCAAGAGGGATACCGTTTAGCTAAAAACAGGAACAGCTATACTTGGTCAGGGCAGGAAGTAACTAACAGAAAACAGCTGAGACTGCAGGGACTTTCCAGAAGGGGCTGTTACCAGGGGAGGGACATGGGAGGAGCCGGTGGGGAACGCCCTCATACTTTCTGTATAAATGTACCCGCTACTCGCATTGTATTCAGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGGAGGTTCTCTCCAGCACTAGCAGGTAGAGCCTGGGTGTTCCCTGCTAGACTCTCACCAGTGCTTGGCCGGCACTGGGCAGACGGCTCCACGCTTGCTTGCTTAAAAGACCTCTTAATAAAGCTGCCAGTTAGAAGCAAGTTAAGTGTGTGCTCCCATCTCTCCTAGTCGCCGCCTGGTCATTCGGTGTTCATCTAAAGTAACAAGACCCTGGTCTGTTAGGACCCTTTCTGCTTTGGGAAACCAAGGCAGGAAAATCCCTAGCAAAATGTCATTAATAATGATGTCTGTAAATATTTCATATTTACCCTAAATATTAAAATTATAATTTTTGAATTGTCCATGTTTTCCAATATGACTCTGATGCTACTCCCAGAGATCATATATAACTTCTATTATTAGGTACTAGAGACTGAATGCAGGCTTAAATAGGTGATGGAATTTCAAGTTCTTACCTCAAATCATAATATAGGAAATTATTTTGGTAACATTTATTAAGAAGGTCTAGCTAATTTAAAAAATACCTTATTTCCTAATTTCCCCCACTTCAACAATGTGTAACTTGTTTAGGTATGTTATGCCTTTTATCAAACAAAGTTATTCCCCCTTTTCTCTTATATTCAAATAAATAGGGTATGGTATTACTCGTCCAATGTAGTGTAGCACGGTCTACTATTCCACCTTGCTGTATTTCTTGAACAGAATGGCTTCTCATCTTCTCTTAAATCCAAACATATTAATTAAAAGTATAACCTACTGAGTACTATGTGTTGTAAATTAGTCATCCTGGAACATCTAAGTCTTGAAATACTTGAAGAACCACAGTATTTTAGCCAAAACCCTTGGGATCAGATATTTTAAGAGTTCAGAATTTTTTTTTTTTTTTGCATTTCAAAGCATATTAAGTAGTACTACTGTTCCAGTGGAGTCTGGAACAGTAGCCTGTGACCAAACATACTAACATTTTTGCAGCAAAACACAGAAATTCACCACTTGTATAAAAACTGTAATTAAATTTATTTCAATTAAGACCAGGTTTTGCTCCCAAATGTCTGTCTTAGGAAAAATGTTTGAAGTTTTTTGTATTTCAGAAATGTAATACATGATTTTAGATGTTTATATTACTTTCATTTCCACTCTCATATGCACATTTATTTCTTGAACATTATATGCGTGGGCAGATTATGTTCATCATTAATTTTAGATGAAAAGCA

*Next generation sequencing and de novo assembly of plasmid performed by the CCIB DNA Core Facility at Massachusetts General Hospital Boston (MA, USA).
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