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Sequence:
As compared to GenBank KJ698301.1
	476 mismatches	
TGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCGGAACTCCATATATGGGCTATGAACTAATGACCCCGTAATTGATTACTATTAATAACTAGTCAATAATCAATGTCAACATGGCGGTCATATTGGACATGAGCCAATATAAATGTACATATTATGATATAGATACAACGTATGCAATGGCCAATAGCCAATAATTCCCTCCCCGCCCAGTTCCGCCCATTCTCCGCCCCATGGCTGACTAATTTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAAAGCTTGGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTGCAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAACACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAGATGTGATATGGCTGATTATGATCATTACTTATCTAGGTCGACTGAATTCTACGCGTTTACAACAAAGCTCTCTCCACACCTTGTCTGATGCGTCTGGGGATGTGGATGATGGCTCTTCCAATTCTCTGCAATGTCTCGATGACTCTGTCTGTCCCCTCAGCCACTGCAATGGTGGCTGCATTGAGCAAACTCACAGCGCTGTTCTTGAGTTCTTGAATCCAATACTGAAGAAGGTTCCACCAATATTTGAGGATTTCCCAGCCTCTTCTGCCCAGAAGTTCCACAATTCTGGTGGCAATGAGGAGAAGGTCTCTCAAACGATGGTAACTGAAGAGGCAAAGGCTTCTGAGGTCCACCCAGATGAGGGCCAGAAGGCCAGTCACAAGTCTTCCACTTCTGTCTCTGTCTCTCTCTCCACCTTCTTCTTCTGTGCCATCCGGTCTGTCTGGTCCCCGTGGGGCTGGAAGATGTGTCTGAAATGACAATGGTGAGTAGCCTTGTCTAACTCTGTTGACTATGCTGAGCACTGTAAAAAAAATTCTGAGGCCAACCAGGCCACCCACAATCATGATGAAGATTTTGATGTACCAAAGCCATTTGGTGATGTCAAACCAATTCCACAAAGATGCCCATTTGTCTAACTCCAAGAGTTCTTGTTCATTCTTCTCTTGTTGGTTCTGGCTCTTCTCCAGAAGGGTGTAGATCAAAGATGTGTAGTTGTCAATCTCTTTCTCCCACTGCATCCAGGTCATGTTGTTCCAGATGTCTTCCAAAGATTTATTTGACCATGAGGCATTCCATGGCACTGCTGTTGTGCAGATGAGTTTTCCACTGCAGCCCCAGATGCCCAGTAACTGTTGGTCCCAAAGGTATCTCTCCACAGCCAGGATGCGTGCTTGTAACTGCTTGATGCCCCACACTGTTAACTGAAGAAGATGTTGTTGGGCCTCGATGGCTCTCAGCAAATTGTTCTGTTGTTGCACAATGCCAGACAAGAGAAGTCTGGCTTGGACTGTCAAAGTCATAGATGCAGCGCCCATAGTTGAGCCAGCTGCTCCCAAGAAGCCAAGGAAGACAGCGCCAATGCCCACTGCTCTCTTCTCTCTCTGGACCACACGTCTCTTGGCTTTGGTGGGGGCAATGCCCAAAGGCTCGATTTTGACCACTTTGTATTTGTAGAGTTCACTTCTCCAATTGTCTCTCATGTCTCCACCACCAGGTCTGAAGATTTCTGGGGTCCCACTCTCATTATTTCCCCCGTCTCTGGTGAGGAGAAGGCCAGTAATATTTGAAGAGCATCTGATTTGGCCTTTGATGGGAGGTGCATACATAGCTTTGCCCACTTCTTGCCACATGTTGATGATTTGTTTTATTCTGCATGGCAAAGTGATGGTGGTCTCATTGCTCATGTCTGTTGAGTTCAGCGTGCCATTGTTCCAGGTGCTGTTGAAGAGCTGTGTTGTGTTGCAGTAGAAGAATTCTCCACCACAATTGAAACTATGGGTCACAATCTCCAGGTCACCACCTGAAGACTGGTTGAAGATGATTATTGTCTTGTTGAATTCTTCACTGAGTTTGGTAGCTATGTGGGCCAAAGTGGTGTTCCACTGTTCTCTGCTGAGGTTGCAATGGGCTTGTCTGATGTCTCCAATGATTTCTCCAGTGGCATAGAAGGCTCTCCCAGGTCCAATGTGGATGCTCTTTCTGGTGTTGTTGTTGGGTCTGGTGCAATTAATCTCCACACTTCTGTTTAACTGGACTATGATGGTCTTGGCATTGTTGGTGAAGTTCTCACTTCTGATGATGACTTTCTCTTCAGCCAGGCTGCCATTGAGGAGTAACTGGGTGCTGACCACTGGCTTTATTCCATGGGTGCACTGCACTGTTGACACATTGGTGCATGGTCCTTTCCCCTTGAATTTCTTGTCATTGCACTTCAAAATGGCAAAGCCAGCTGGGGCACAATAATGGATGGGAATTGGCTCAAAGCTAACTTTTGGACAGGCTTGGGTAATAACTGAGGTGTTGCATGAGATGAGTCTGTAACTGGTATTTGAATTGTTGTTGTCATCAATGGGGACCACATCAAGTTTGTAGAAGGTGGCATAGGCTCTCTGCATTCTGTCTTTGATGGATGTGGTGATGTTGAAGCTGCAATTCTTGAGTTCTCCTTCTTTCATCTTTATTTCATTACTATGGTAGTTGTTGGTGTCATTTGTCTTGTAGTCAGTGCAATTGAGGGTCACACACAATGGTGTCAGTTTCACACATGGCTTGAGGCTCTGGTCCCACAAAGAGATGATGTCTTCATGCATCTGGTCCACCATGTTGTTCTTCCACACATTGAAGTTCTCTGTCACATTGCCCAAGACCACTTCTTGAGGGTTGGGGTCTGTTGGGACACAGGCATGTGTTGCCCAGATGTTGTGCATCTCCGTGTCATAGGCTCTGGCATCCGATGCACAAAACAAAGTGGTGTTGGCTTCTTTCCACACTGGGACTCCATAGTACACTGTCACCCACAAATTCTCCACGCTAGCGCTGGGCGAAACGAAGACTGCTCCACACAGCAGCAGCACACAGCAGAGCCCTCTCTTCATTGCATCCATGATTGCTTCACAGCGTCCCTTAAATTCACGGCTTGCTCCTTCCCTTTCCTCGCAGAGGTTTTCTCTCCAGCCCTGGACTCCTGTAGGATCTCAGCTCTGTCGACGACGGTGACTGCAGAAAAGACCCATGGAAAGGAACAGTCTGTTAGTCTGTCAGCTATTATGTCTGGTGGCGCGCGCGGCAGCAACGAGTACTGCTCAGACTACACTGCCCTCCACCGTTAACAGCACCGCAACGGGAGTTACCTCTGACTCTTATCAGAATACAACAACTCAGCTGCCTGCATCTTCTTCTGCCGCTGCCTTAAGTCTTCCATCTGCGTCAGCGGTGCGAGCCCAATCTCCGAGCTCATTTTCAGACACATACCCTACCGCCACGGCCTTGTGCGGCACACTGGTGGTGGTGGGCATTGTGCTGTGCCTAAGTCTGGCCTCCACTGTTAGGAGCAAGGAGCTGCCGAGCGACCATGAGCCGCTGGAGGCATGGGACCAGGGCTCGGATGTGGAAGCTCCGCCGCTACCGGAGAAGAGCCCATGTCCGGAACACGTACCCGAGATTCGCGTGGAGATCCCACGCTATGTTTAATAAAAACTGCGGGCACGGGGGACGGCGTTGTTGTATATGTGAATTTGTAAATAATAAATGGGACCCCATCCTGTAAAAATACAGAGTCCGTGTCAGTCTCTGAAGGACAGAGTATTGGCATATAGCCAATAGAGATAGTTGTGGCAAAGAGCCATGTTATGGATTAGTAATGGAAAGTATCGTCACCAATAGGGGAGTGGTCAATAATGGTCAATAACCCACACCTATAGGCTAAGCTATACCATCACCTATAGCATAAGGAAGCGGGGGTGTATAGGCCCCAAGCCAAAAACAGTATAGCATGCATAAGAGCCAAAGGGGTGTGCCTATAGAGTCTATAGGCGGTACTTACGTCACTCTTGGCACGGGGAATCCGCGTTCCAATGCACCGTTCCCGGCCGCGGAGGCTGGATCGGTCCCGGTGTCTTCTATGGAGGTCAAAACAGCGTGGATGGCGTCTCCAGGCGATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAACGGGGCGGGGTTATTACGACATTTTGGAAAGTCCCGTTGATTTTGGTGCCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGGTGTACTGCCAAAACCGCATCACCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCGTAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGGACTTGGCATATGATACACTTGATGTACTGCCAAG

*Next generation sequencing and de novo assembly of plasmid performed by the Fisher BioServices Commercial Services Laboratory (MD, USA).



www.aidsreagent.org	 Donated by Dr. Nancy L. Haigwood
image1.png
Cmy
CMV enhance, POmoge,.

HIV-1 gp160 Optimized Expression Vector (VC20013_092304_c1)
6460 bp




