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Please note, in an effort to better serve our registrants, we have been creating pools created of our most peptide sets. Lot 140304 of cat# 9499 was synthesized and made into sets as well as a pool (cat #12634 lot 140307). Thus, all the data included in this file applies to both the set and the pool.
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MRVRGILRNCQQWWIWGILGFWMLMICNVMGNLWVTVYYGVPVWKEAKTTLFCASDAKAYETEVHNVWATHACVPTDPNPQEMVLENVTENFNMWKNDMVDQMHEDIISLWDQSLKPCVKLTPLCVTLNCRNNVTNNATNNNNNTMKEEIKNCSFNITTELRDKKQKVYALFYRLDIVPLNEKNNSNYSSDYRLINCNTSAITQACPKVSFDPIPIHYCAPAGYAILKCNNKTFNGTGPCNNVSTVQCTHGIKPVVSTQLLLNGSLAEEEIIIRSENLTNNAKTIIVHLNESVEIVCTRPNNNTRKSIRIGPGQTFYATGDIIGDIRQAHCNISEEKWNKTLQRVSEKLKEHFPNKTIKFAPSSGGDLEITTHSFNCRGEFFYCNTSKLFNSTYMPNSTNNTNTTITLPCRIKQIINMWQEVGRAMYAPPIEGNITCKSNITGLLLTRDGGKNDTNDTETFRPGGGDMRDNWRSELYKYKVVEIKPLGVAPTKAKRRVVEREKRAVGIGAVFLGFLGAAGSTMGAASITLTVQARQLLSGIVQQQSNLLRAIEAQQHMLQLTVWGIKQLQTRVLAIERYLKDQQLLGIWGCSGKLICTTAVPWNSSWSNKSQEDIWDNMTWMQWDREISNYTDTIYRLLEDSQNQQEKNEKDLLALDSWKNLWNWFDITNWLWYIKIFIMIVGGLIGLRIIFAVLSIVNRVRQGYSPLSFQTLTPNPRGPDRLGRIEEEGGEQDRDRSIRLVNGFLALAWDDLRSLCLFSYHRLRDFILIAARAVELLGRSSLRGLQRGWEALKYLGSLVQYWGLELKKSAISLLDTIAIAVAEGTDRIIELIQRICRAIRNIPRRIRQGFEAALQ
For your convenience, if you wish to move this table to another program or file, select the entire table and copy it. The headers displayed on the other pages won’t be copied. 
	Cat #9499 Lot 140304; Cat #12634 Lot 140307
	Solvent

	
	Sequence
	Water
	DMSO
	Ethanol
	10% Acetic Acid

	1
	MRVRGILRNCQQWWI
	+
	+
	-
	+

	2
	GILRNCQQWWIWGIL
	-
	+
	-
	-

	3
	NCQQWWIWGILGFWM
	-
	+
	-
	-

	4
	WWIWGILGFWMLMIC
	-
	-
	-
	-

	5
	GILGFWMLMICNVMG
	-
	+
	-
	-

	6
	FWMLMICNVMGNLWV
	-
	+
	-
	-

	7
	MICNVMGNLWVTVYY
	-
	+
	-
	-

	8
	VMGNLWVTVYYGVPV
	-
	+
	-
	-

	9
	LWVTVYYGVPVWKEA
	-
	+
	-
	+

	10
	VYYGVPVWKEAKTTL
	+
	+
	-
	+

	11
	VPVWKEAKTTLFCAS
	+
	+
	-
	+

	12
	KEAKTTLFCASDAKA
	+
	+
	-
	+

	13
	TTLFCASDAKAYETE
	-
	+
	-
	-

	14
	CASDAKAYETEVHNV
	+
	+(P)
	-
	+

	15
	AKAYETEVHNVWATH
	+
	+
	-
	+

	16
	ETEVHNVWATHACVP
	+
	+
	-
	+

	17
	HNVWATHACVPTDPN
	+
	+
	-
	+

	18
	ATHACVPTDPNPQEM
	+
	+
	+
	+

	19
	CVPTDPNPQEMVLEN
	+
	+
	-
	+

	20
	DPNPQEMVLENVTEN
	-
	+
	-
	+

	21
	QEMVLENVTENFNMW
	-
	+
	-
	-

	22
	LENVTENFNMWKNDM
	-
	+
	-
	-

	23
	TENFNMWKNDMVDQM
	-
	+
	-
	+

	24
	NMWKNDMVDQMHEDI
	-
	+
	-
	+

	25
	NDMVDQMHEDIISLW
	-
	+
	-
	-

	26
	DQMHEDIISLWDQSL
	-
	+
	-
	-

	27
	EDIISLWDQSLKPCV
	-
	+
	-
	-

	28
	SLWDQSLKPCVKLTP
	+
	+
	-
	+

	29
	QSLKPCVKLTPLCVT
	+
	+
	-
	+

	30
	PCVKLTPLCVTLNCR
	+
	+
	-
	+

	31
	LTPLCVTLNCRNNVT
	+
	+
	-
	+

	32
	CVTLNCRNNVTNNAT
	-
	+
	-
	-

	33
	NCRNNVTNNATNNNN
	-
	+
	-
	-

	34
	NVTNNATNNNNNTMK
	+
	+
	-
	+

	35
	NATNNNNNTMKEEIK
	+
	+(P)
	-
	+

	36
	NNNNTMKEEIKNCSF
	+
	+
	-
	+

	37
	TMKEEIKNCSFNITT
	+
	+
	-
	+

	38
	EIKNCSFNITTELRD
	+
	+
	-
	-

	39
	CSFNITTELRDKKQK
	+
	+
	-
	+

	40
	ITTELRDKKQKVYAL
	+
	+
	-
	+

	41
	LRDKKQKVYALFYRL
	+
	+
	+
	+

	42
	KQKVYALFYRLDIVP
	+
	+
	-
	+

	43
	YALFYRLDIVPLNEK
	-
	+
	-
	+

	44
	YRLDIVPLNEKNNSN
	+
	+(P)
	-
	+

	45
	IVPLNEKNNSNYSSD
	+
	+
	-
	+

	46
	NEKNNSNYSSDYRLI
	+
	+
	-
	+

	47
	NSNYSSDYRLINCNT
	-
	+
	-
	-

	48
	SSDYRLINCNTSAIT
	-
	+
	-
	+

	49
	RLINCNTSAITQACP
	+
	+
	-
	+

	50
	CNTSAITQACPKVSF
	-
	+
	-
	+

	51
	AITQACPKVSFDPIP
	+
	+
	-
	-

	52
	ACPKVSFDPIPIHYC
	+
	+
	+
	+

	53
	VSFDPIPIHYCAPAG
	+
	+
	-
	+

	54
	PIPIHYCAPAGYAIL
	+
	+
	-
	+

	55
	HYCAPAGYAILKCNN
	+
	+
	-
	+

	56
	PAGYAILKCNNKTFN
	+
	+
	-
	+

	57
	AILKCNNKTFNGTGP
	+
	+
	-
	+

	58
	CNNKTFNGTGPCNNV
	+
	+
	-
	+

	59
	TFNGTGPCNNVSTVQ
	+
	+
	-
	+

	60
	TGPCNNVSTVQCTHG
	+
	+
	-
	+

	61
	NNVSTVQCTHGIKPV
	+
	+
	-
	+

	62
	TVQCTHGIKPVVSTQ
	+
	+
	-
	+

	63
	THGIKPVVSTQLLLN
	+
	+
	-
	+

	64
	KPVVSTQLLLNGSLA
	+
	+
	-
	+

	65
	STQLLLNGSLAEEEI
	-
	+(P)
	-
	-

	66
	LLNGSLAEEEIIIRS
	-
	+
	-
	-

	67
	SLAEEEIIIRSENLT
	-
	-
	-
	-

	68
	EEIIIRSENLTNNAK
	-
	-
	-
	+

	69
	IRSENLTNNAKTIIV
	+
	+
	-
	+

	70
	NLTNNAKTIIVHLNE
	-
	+
	-
	+

	71
	NAKTIIVHLNESVEI
	-
	+
	-
	-

	72
	IIVHLNESVEIVCTR
	-
	+
	-
	-

	73
	LNESVEIVCTRPNNN
	-
	+
	-
	-

	74
	VEIVCTRPNNNTRKS
	+
	+
	-
	+

	75
	CTRPNNNTRKSIRIG
	+
	+
	-
	+

	76
	NNNTRKSIRIGPGQT
	+
	+
	-
	+

	77
	RKSIRIGPGQTFYAT
	+
	+
	-
	+

	78
	RIGPGQTFYATGDII
	-
	+
	-
	-

	79
	GQTFYATGDIIGDIR
	-
	+
	-
	+

	80
	YATGDIIGDIRQAHC
	-
	+
	-
	+

	81
	DIIGDIRQAHCNISE
	-
	+
	-
	+

	82
	DIRQAHCNISEEKWN
	+
	+
	-
	+

	83
	AHCNISEEKWNKTLQ
	+
	+
	-
	+

	84
	ISEEKWNKTLQRVSE
	+
	+(P)
	-
	+

	85
	KWNKTLQRVSEKLKE
	+
	+
	-
	+

	86
	TLQRVSEKLKEHFPN
	+
	+(P)
	-
	+

	87
	VSEKLKEHFPNKTIK
	-
	+
	-
	+

	88
	LKEHFPNKTIKFAPS
	+
	+
	+
	+

	89
	FPNKTIKFAPSSGGD
	+
	+
	-
	+

	90
	TIKFAPSSGGDLEIT
	+
	+
	-
	+

	91
	APSSGGDLEITTHSF
	+
	+
	-
	+

	92
	GGDLEITTHSFNCRG
	+
	+
	-
	+

	93
	EITTHSFNCRGEFFY
	-
	+
	-
	-

	94
	HSFNCRGEFFYCNTS
	-
	+
	-
	-

	95
	CRGEFFYCNTSKLFN
	+
	+
	-
	+

	96
	FFYCNTSKLFNSTYM
	-
	+
	-
	+

	97
	NTSKLFNSTYMPNST
	-
	+
	-
	+

	98
	LFNSTYMPNSTNNTN
	-
	+
	-
	-

	99
	TYMPNSTNNTNTTIT
	+
	+
	-
	+

	100
	NSTNNTNTTITLPCR
	+
	+
	-
	+

	101
	NTNTTITLPCRIKQI
	+
	+
	-
	+

	102
	TITLPCRIKQIINMW
	+
	+
	-
	+

	103
	PCRIKQIINMWQEVG
	-
	+
	-
	+

	104
	KQIINMWQEVGRAMY
	+
	+(P)
	-
	+

	105
	NMWQEVGRAMYAPPI
	+
	+
	-
	+

	106
	EVGRAMYAPPIEGNI
	+
	+
	-
	+

	107
	AMYAPPIEGNITCKS
	+
	+
	-
	+

	108
	PPIEGNITCKSNITG
	-
	-
	-
	+

	109
	GNITCKSNITGLLLT
	-
	+
	-
	+

	110
	CKSNITGLLLTRDGG
	+
	+
	-
	+

	111
	ITGLLLTRDGGKNDT
	+
	+
	-
	+

	112
	LLTRDGGKNDTNDTE
	+
	+
	-
	+

	113
	DGGKNDTNDTETFRP
	+
	+
	-
	+

	114
	NDTNDTETFRPGGGD
	+
	+
	-
	+

	115
	DTETFRPGGGDMRDN
	+
	+
	-
	+

	116
	FRPGGGDMRDNWRSE
	+
	+
	-
	+

	117
	GGDMRDNWRSELYKY
	+
	+
	-
	+

	118
	RDNWRSELYKYKVVE
	+
	+(P)
	-
	+

	119
	RSELYKYKVVEIKPL
	+
	+
	-
	+

	120
	YKYKVVEIKPLGVAP
	+
	+
	-
	+

	121
	VVEIKPLGVAPTKAK
	+
	+
	-
	+

	122
	KPLGVAPTKAKRRVV
	+
	+
	+
	+

	123
	VAPTKAKRRVVEREK
	+
	+
	-
	+

	124
	KAKRRVVEREKRAVG
	+
	+
	-
	-

	125
	RVVEREKRAVGIGAV
	+
	+(P)
	-
	+

	126
	REKRAVGIGAVFLGF
	+
	+
	+
	+

	127
	AVGIGAVFLGFLGAA
	-
	+
	-
	-

	128
	GAVFLGFLGAAGSTM
	-
	+
	-
	-

	129
	LGFLGAAGSTMGAAS
	+
	+
	-
	+

	130
	GAAGSTMGAASITLT
	+
	+
	-
	-

	131
	STMGAASITLTVQAR
	-
	+
	-
	-

	132
	AASITLTVQARQLLS
	-
	+
	-
	-

	133
	TLTVQARQLLSGIVQ
	+
	+
	-
	+

	134
	QARQLLSGIVQQQSN
	+
	+(P)
	-
	+

	135
	LLSGIVQQQSNLLRA
	-
	-
	-
	+

	136
	IVQQQSNLLRAIEAQ
	-
	-
	-
	-

	137
	QSNLLRAIEAQQHML
	+
	+
	-
	+

	138
	LRAIEAQQHMLQLTV
	-
	-
	-
	-

	139
	EAQQHMLQLTVWGIK
	+
	+(P)
	-
	+

	140
	HMLQLTVWGIKQLQT
	+
	+
	-
	-

	141
	LTVWGIKQLQTRVLA
	+
	+
	-
	+

	142
	GIKQLQTRVLAIERY
	+
	+
	-
	+

	143
	LQTRVLAIERYLKDQ
	-
	+
	-
	-

	144
	VLAIERYLKDQQLLG
	+
	+(P)
	-
	+

	145
	ERYLKDQQLLGIWGC
	-
	+
	-
	+

	146
	KDQQLLGIWGCSGKL
	+
	+
	-
	+

	147
	LLGIWGCSGKLICTT
	-
	+
	-
	-

	148
	WGCSGKLICTTAVPW
	+
	+
	-
	+

	149
	GKLICTTAVPWNSSW
	+
	+
	-
	+

	150
	CTTAVPWNSSWSNKS
	+
	+
	-
	+

	151
	VPWNSSWSNKSQEDI
	+
	+
	-
	+

	152
	SSWSNKSQEDIWDNM
	-
	+
	-
	+

	153
	NKSQEDIWDNMTWMQ
	-
	+
	-
	-

	154
	EDIWDNMTWMQWDRE
	-
	+
	-
	-

	155
	DNMTWMQWDREISNY
	-
	+
	-
	-

	156
	WMQWDREISNYTDTI
	-
	+
	-
	-

	157
	DREISNYTDTIYRLL
	-
	+
	-
	+

	158
	SNYTDTIYRLLEDSQ
	-
	+
	-
	-

	159
	DTIYRLLEDSQNQQE
	-
	+
	-
	-

	160
	RLLEDSQNQQEKNEK
	+
	+
	-
	+

	161
	DSQNQQEKNEKDLLA
	-
	-
	-
	+

	162
	QQEKNEKDLLALDSW
	+
	+(P)
	-
	+

	163
	NEKDLLALDSWKNLW
	+
	+
	-
	+

	164
	LLALDSWKNLWNWFD
	-
	+
	-
	+

	165
	DSWKNLWNWFDITNW
	-
	+
	-
	-

	166
	NLWNWFDITNWLWYI
	-
	+
	-
	-

	167
	WFDITNWLWYIKIFI
	-
	+
	-
	-

	168
	TNWLWYIKIFIMIVG
	-
	+
	-
	-

	169
	WYIKIFIMIVGGLIG
	-
	+
	-
	-

	170
	IFIMIVGGLIGLRII
	-
	+
	-
	-

	171
	IVGGLIGLRIIFAVL
	-
	+
	-
	-

	172
	LIGLRIIFAVLSIVN
	-
	+
	-
	-

	173
	RIIFAVLSIVNRVRQ
	+
	+(P)
	-
	+

	174
	AVLSIVNRVRQGYSP
	-
	+
	-
	-

	175
	IVNRVRQGYSPLSFQ
	+
	+
	-
	+

	176
	VRQGYSPLSFQTLTP
	+
	+
	-
	+

	177
	YSPLSFQTLTPNPRG
	+
	+
	-
	+

	178
	SFQTLTPNPRGPDRL
	+
	+
	-
	+

	179
	LTPNPRGPDRLGRIE
	+
	+
	+
	+

	180
	PRGPDRLGRIEEEGG
	+
	+
	-
	+

	181
	DRLGRIEEEGGEQDR
	+
	+(P)
	-
	+

	182
	RIEEEGGEQDRDRSI
	+
	+
	-
	-

	183
	EGGEQDRDRSIRLVN
	+
	+(P)
	-
	+

	184
	QDRDRSIRLVNGFLA
	+
	+
	-
	+

	185
	RSIRLVNGFLALAWD
	-
	+
	-
	-

	186
	LVNGFLALAWDDLRS
	-
	+
	-
	-

	187
	FLALAWDDLRSLCLF
	-
	+
	-
	-

	188
	AWDDLRSLCLFSYHR
	-
	+
	-
	+

	189
	LRSLCLFSYHRLRDF
	-
	+
	-
	+

	190
	CLFSYHRLRDFILIA
	-
	+
	-
	-

	191
	YHRLRDFILIAARAV
	+
	+
	-
	+

	192
	RDFILIAARAVELLG
	-
	+
	-
	-

	193
	LIAARAVELLGRSSL
	+
	+
	-
	+

	194
	RAVELLGRSSLRGLQ
	+
	+
	-
	+

	195
	LLGRSSLRGLQRGWE
	+
	+
	-
	+

	196
	SSLRGLQRGWEALKY
	+
	+
	-
	+

	197
	GLQRGWEALKYLGSL
	+
	+
	-
	+

	198
	GWEALKYLGSLVQYW
	-
	+
	-
	-

	199
	LKYLGSLVQYWGLEL
	-
	+
	-
	-

	200
	GSLVQYWGLELKKSA
	+
	+
	-
	+

	201
	QYWGLELKKSAISLL
	-
	+
	-
	+

	202
	LELKKSAISLLDTIA
	-
	+
	-
	-

	203
	KSAISLLDTIAIAVA
	-
	+
	-
	-

	204
	SLLDTIAIAVAEGTD
	+
	+
	-
	-

	205
	TIAIAVAEGTDRIIE
	-
	+
	-
	-

	206
	AVAEGTDRIIELIQR
	+
	+(P)
	-
	+

	207
	GTDRIIELIQRICRA
	+
	+
	-
	+

	208
	IIELIQRICRAIRNI
	-
	+
	-
	-

	209
	IQRICRAIRNIPRRI
	+
	+
	-
	+

	210
	CRAIRNIPRRIRQGF
	+
	+
	+
	+

	211
	RNIPRRIRQGFEAAL
	+
	+
	-
	+

	212
	RRIRQGFEAALQ
	+
	+
	-
	+



All solubility testing was performed at 1 mg/mL.
Please note that “(P)” indicates partial solubility.
