Biosyn. Lot# Cati#/Peptide Pool Sequence Caculated Mass Observed Purity Peptide Content
P8485-1 9808 CEF Control Peptide Pool VSDGGPNLY 920.98 >97% 87.6%
P8485-2 9808 CEF Control Peptide Pool CTELKLSDY 1071.22 >90% 80.3%
P8485-3 9808 CEF Control Peptide Pool GILGFVFTL 966.20 >97% 88.0%
P8485-4 9808 CEF Control Peptide Pool FMYSDFHFI 1206.39 >81% 82.2%
P8485-5 9808 CEF Control Peptide Pool CLGGLLTMV 906.18 >84% 87.3%
P8485-6 9808 CEF Control Peptide Pool GLCTLVAML 920.21 >95% 87.6%
P8485-7 9808 CEF Control Peptide Pool NLVPMVATV 943.18 >88% 87.8%
P8485-8 9808 CEF Control Peptide Pool KTGGPIYKR 1019.21 >96% 66.1%
P8485-9 9808 CEF Control Peptide Pool RVLSFIKGTK 1148.42 >92% 68.7%
P8485-10 9808 CEF Control Peptide Pool ILRGSVAHK 980.19 >87% 65.1%
P8485-11 9808 CEF Control Peptide Pool RVRAYTYSK 1143.31 >92% 68.6%
P8485-12 9808 CEF Control Peptide Pool RLRAEAQVK 1070.27 >93% 67.1%
P8485-13 9808 CEF Control Peptide Pool SIIPSGPLK 911.12 >96% 77.6%
P8485-14 9808 CEF Control Peptide Pool AVFDRKSDAK 1136.28 >97% 68.4%
P8485-15 9808 CEF Control Peptide Pool IVTDFSVIK 1021.23 >93% 79.6%
P8485-16 9808 CEF Control Peptide Pool ATIGTAMYK 955.14 >98% 78.5%
P8485-17 9808 CEF Control Peptide Pool DYCNVLNKEF 1244.39 >95% 82.6%
P8485-18 9808 CEF Control Peptide Pool LPFDKTTVM 1051.28 >82% 80.1%
P8485-19 9808 CEF Control Peptide Pool RPPIFIRRL 1167.48 >94% 69.0%
P8485-20 9808 CEF Control Peptide Pool ELRSRYWAI 1193.37 >84% 75.2%
P8485-21 9808 CEF Control Peptide Pool RAKFKQLL 1003.26 >92% 65.7%
P8485-22 9808 CEF Control Peptide Pool FLRGRAYGL 1052.25 >96% 72.8%
P8485-23 9808 CEF Control Peptide Pool QAKWRLQTL 1143.36 >80% 74.4%
P8485-24 9808 CEF Control Peptide Pool SDEEEAIVAYTL 1339.42 >95% 91.1%
P8485-25 9808 CEF Control Peptide Pool SRYWAIRTR 1208.39 >95% 69.7%
P8485-26 9808 CEF Control Peptide Pool ASCMGLIY 857.06 >98% 86.7%
P8485-27 9808 CEF Control Peptide Pool RRIYDLIEL 1190.41 >96% 75.2%
P8485-28 9808 CEF Control Peptide Pool YPLHEQHGM 1111.25 >80% 73.9%
P8485-29 9808 CEF Control Peptide Pool IPSINVHHY 1079.23 >96% 73.3%
P8485-30 9808 CEF Control Peptide Pool EENLLDFVRF 1281.44 >93% 83.1%
P8485-31 9808 CEF Control Peptide Pool EFFWDANDLY 1319.39 >92% 91.0%
P8485-32 9808 CEF Control Peptide Pool TPRVTGGGAM 946.10 >80% 78.3%



Applied Biosystems Yoyager System 1054

Voyager Spec #1=>SM5[BP = 920.4, 1152]
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P8485-1 [MW=920.98]

TS L.n‘.l ll bt

v

Mode of operation: Linear
Extraction mode: Delayed
Potlarity: Negative
Acquisition control: Manual
~1152.1
Accelerating voltage: 20000 V
Grid voltage: 91%
Guide wire 0: 0.05%

Extraction delay time: 100 nsec

Acquisition mass range: 615 - 1800 Da
Number of laser shots: 100/spectrum

Laser intensity: 1910

Laser Rep Rate: 3.0Hz

Calibration type: Default

Calibration matrix: a-Cyano-4-hydroxycinnamic acic
Low mass gate: Off

Digitizer start time: 16.922

Bin size: 2 nsec

Number of data points: 5975

Vertical scale: 500 mV

Vertical offset: 2%

Input bandwidth: 150 MHz

Sample well: 32

Plate ID: 100 WELL PLATE

Serial number: 1054

Instrument name: Voyager-DE RP

Plate type filename: C:\WOYAGER\100 well piate.plt
Lab name: PE Biosystems

Absolute x-position: 6309.17
Absolute y-position: 33696.5

Relative x-position: -358.326
Relative y-posititon: 1628.96
Shots in spectrum: 30
Source pressure: 5.21e-007
Mirror pressure: 0

TC2 pressure: 0.01801
TIS gate width: 30

TIS flight length: 940

628.0 834.8 1041.6
Mass (m/z)

Acquired: 19:36:00, August 21, 2018

C:\VOYAGER\Data\P2018\P8485-1_0001.dat

1248.4

1455.2

166

Printed: 19:38, August 21, 2018



Acquired by
Sample Name
Sample [D

Data Filename
Method Filename
Date Acquired
Data Processed

Column:
Solvent:
ID

mV

500

250+

1 Detector A/220nm

CD-339/EQ-332

Sample Information

: System Administrator

: P8485-1
: P8485-1
: P8485-1.1cd

: ANAPEP_25HEAT.Icm
:8/17/2018 5:12:37 PM
: 8/17/2018 5:44:51 PM

250X4.6mm 5u C18 120A
A:0.05%TFA in Water; B: 0.05 % TFA in ACN

Chromatogram

P8485-1 C:\LabSolutions\Data\Project 1\Anapep2 5\P8485-1.1cd

[ Peakd Ret. Time Area |
12012 2712065 |
2 ~12.108 67949

Total

i
[
A e
T T T ‘ T I T
10 15 20
PeakTable
- Height _ Height % Area% |
610158 97.640 97.556 .
14749 2.360 2.444
] 100.000 100.000

Detccior A
| |

E.Cond



&/
DIOSYNTH

ESIS

COMMITTED TO BIOMIC RESEARCH

Sequence:

Lot#

ID#:

Project #:

Mol Wt:

Amount injected:
Amount Recovered:

Percent Recovery:

Amino Acid Analysis Data Sheet

VSDGGPNLY
P8485-1

920.98

72.89 ngs
63.853 ngs

87.6%

Post Office Box 28

Lewisville, Texas 75067-0028
800.227.0627 | 972.420.8505 (Intl.)
972.420.0442 (f)

www.biosyn.com

Notes: Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis
lle-lle bond is only partially hydrolyzed and result in lower recovery of lle
AA AA in sequence | AA found in pmoles MW Amtin ngs Ave. AA in pmoles | Experimental AA found
H 0 0.000 137.14 0.000 0.00 0.0
S 1 64.123 87.08 5.584 64.12 0.9
R 0 0.000 156.19 0.000 0.00 0.0
G 2 143.423 57.05 8.182 71.71 2.0
D/N 2 137.669 114.10 15.708 68.83 1.9
E/Q 0 0.000 128.13 0.000 0.00 0.0
T 0 0.000 101.11 0.000 0.00 0.0
A 0 0.000 71.08 0.000 0.00 0.0
P 1 71.336 97.12 6.928 71.34 1.0
C 0 0.000 103.14 0.000 0.00 0.0
K 0 0.000 128.18 0.000 0.00 0.0
Y 1 73.486 163.18 11.991 73.49 1.0
M 0 0.000 131.20 0.000 0.00 0.0
\ 1 73.071 99.13 7.244 73.07 1.0
| 0 0.000 113.16 0.000 0.00 0.0
L 1 72.602 113.16 8.216 72.60 1.0
F 0 0.000 147.18 0.000 0.00 0.0
W 0 0.000 186.22 0.000 0.00 0.0
Pep. Recovered 63.853
Performed by: /@}%7(%“ 09/25/2018
Verified by: /%aw&' ane 09/25/2018

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Applied Biosystems Voyager System 1054

Voyager Spec #1=>SM5[BP = 1071.5, 1917]

1001
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761.0 965.8

Acquired: 19:40:00, August 21, 2018
C:\VOYAGER\Data\P2018\P8485-2_0001.dat

1071.32

1170.6

Mass (m/z)

1375.4

P8485-2 [MW=1071.22]

1680.2

Mode of operation:
Extraction mode:
Polarity:
Acquisition control:

-1917.1

Accelerating voltage:
Grid voltage:
Guide wire 0:
Extraction delay time:

Acquisition mass range:
Number of laser shots:
Laser intensity:

Laser Rep Rate:
Calibration type:
Calibration matrix:

Low mass gate:

Digitizer start time:

Bin size:

Number of data points:
Vertical scale:

Vertical offset:

Input bandwidth:

Sample well:

Plate ID:

Serial number:
Instrument name:
Plate type filename:
Lab name:

Absolute x-position:
Absolute y-position:
Relative x-position:
Relative y-posititon:
Shots in spectrum:
Source pressure:
Mirror pressure:
TC2 pressure:

TIS gate width:

TIS flight length:

MM%MAM)MMM“JMW-O

Linear
Delayed
Negative
Manual

20000 V
91%
0.05%
100 nsec

620 -- 2000 Da

100/spectrum

2010

3.0Hz

Defaulit
a-Cyano-4-hydroxycinnamic acic
Off

17.004

2 nsec
6724
500 mV
-2%

150 MHz

33

100 WELL PLATE

1054

Voyager-DE RP
C:\VOYAGER\100 well plate.plt
PE Biosystems

10900.1
33212.5
-847.35
1144.96

30
4.265e-007
0

0.01764

30

940

Printed: 19:41, August 21, 2018



Sample Information
Acquired by : System Administrator
Sample Name : P8485-2
Sample ID : P8485-2
Data Filename : P8485-2.1cd
Method Filename :ANAPEP 25HEAT.lcm
Date Acquired 1 8/17/2018 5:45:22 PM
Data Processed : 8/17/2018 6:17:36 PM
Column; 250X4.6mm 5u C18 120A
Solvent: A:0.05%TFA in Water; B: 0.05 % TFA in ACN
ID CD-339/EQ-332
Chromatogram
P8485-2 C:\LabSolutions\Data\Project I\Anapep2 5\P8485-2.Icd
mV o
|
150~ !
100 ,
‘\
| |
>0~ 1 i
) ( ——h
| — |
0 i
] !
U
_Soiik”, RN
o T o T L
0 5 10 15 20
1 Detector A/ 220nm
PeakTable
Detector A 220nm _ L o '
Peak# Ret. Time |  Area . Height Height % Area% |
1, 12,559 845441  17826]  10.619 9.992
2| 12762 761552| 150038 89.381 90.008
Total 1 | ~100.000 100.000

.. Detector A
|



\/
DIOSYNTHESIS

COMMITTED TO BIOMIC RESEARCH

Amino Acid Analysis Data Sheet

Post Office Box 28

Lewisville, Texas 75067-0028
800.227.0627 | 972.420.8505 (Intl.)
972.420.0442 (f)

www.biosyn.com

Sequence: CTELKLSDY

Lot# P8485-2

ID#:

Project #:

Mol Wt: 1,071.22

Amount injected: 61.28 ngs

Amount Recovered: 49.211 ngs

Percent Recovery: 80.3%

Notes: Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis

lle-lle bond is only partially hydrolyzed and result in lower recovery of lle

Performed by: /Q\%}W‘;
Verified by: SHouss Bapane

09/25/2018

09/25/2018

AA AA in sequence | AA found in pmoles MW Amt in ngs Ave. AA in pmoles | Experimental AA found
H 0 0.000 137.14 0.000 0.00 0.0
S 1 50.437 87.08 4.392 50.44 1.0
R 0 0.000 156.19 0.000 0.00 0.0
G 0 0.000 57.05 0.000 0.00 0.0

D/N 1 45.774 114.10 5.223 45.77 0.9

E/Q 1 46.007 128.13 5.895 46.01 0.9
i 1 49.909 101.11 5.046 49.91 1.0
A 0 0.000 71.08 0.000 0.00 0.0
P 0 0.000 97.12 0.000 0.00 0.0
C 1 0.000 103.14 0.000 0.00 0.0
K 1 53.062 128.18 6.801 53.06 1.0
Y 1 61.281 163.18 10.000 61.28 1.2
M 0 0.000 131.20 0.000 0.00 0.0
\ 0 0.000 99.13 0.000 0.00 0.0
| 0 0.000 113.16 0.000 0.00 0.0
L 2 104.751 113.16 11.854 52.38 2.0
F 0 0.000 147.18 0.000 0.00 0.0
W 0 0.000 186.22 0.000 0.00 0.0

Pep. Recovered 49.211

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Applied Biosystems Yoyager System 1054
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Acquired: 19:31:00, August 17, 2018

C:\VOYAGER\Data\P2018\P8485-3_0001.dat

Voyager Spec #1=>SM3[BP = 966.5, 21148]

966.69

L;ILH "

nd

nL...lJ'.‘ "

P8485-3 [MW=966.20] BN

Mode of operation:
Extraction mode:
Polarity:
Acquisition control:

~2.1E+4

Accelerating voltage:
Grid voltage:
Guide wire 0:
Extraction delay time:

Acquisition mass range:
Number of laser shots:
Laser intensity:

Laser Rep Rate:
Calibration type:
Calibration matrix:

Low mass gate:

Digitizer start time:

Bin size:

Number of data points:
Vertical scale:

Vertical offset:

Input bandwidth:

Sample well:

Plate ID:

Serial number:
Instrument name:
Plate type filename:
Lab name:

Absolute x-position:
Absolute y-position:
Relative x-position:
Relative y-posititon:
Shots in spectrum:
Source pressure:
Mirror pressure:
TC2 pressure:

TIS gate width:

TIS flight length:

1022.6

Mass (m/z)

180

5.0

Linear
Delayed
Negative
Manual

20000V
91%
0.05%
300 nsec

500 -- 1800 Da

100/spectrum

1910

3.0Hz

Default
a-Cyano-4-hydroxycinnamic acic
Off

15.286

2 nsec
6820
500 mVv
-1.2%
150 MHz

14

100 WELL PLATE

1054

Voyager-DE RP
C:\WOYAGER\100 well plate.pit
PE Biosystems

17485.7
43142.9
658.224
915.379

10
8.513e-007
0

0.01982

30

940

Printed: 19:33, August 17, 2018



Page 1 of 1

HPLC Report
Sample: P8485-3
Method: C:\32Karat\Projects\Default\Methods\ANAPEP2.met
File Name: C:\32Karat\Projects\Default\Data\P8485-3A
Solvent: A:0.05 % TFA in H20; B: 0.05 % TFA in ACN
Colomn: Onyx Monolithic C18, 100x 3.00mm 3u Flow Rate: 1.0ml/min.
Run Time: 8/18/2018 12:34:49 AM
HPLC ID # CD-159/EQ-066
0 - 100
15 - '
| |
;‘ 1 75
! |
1.0 - ‘
2 50 ®
i
05 | ‘ :
| ST
| 1
b
; - c\mé‘ ~ O '
00 - : S e e T
4 6 8 w0 2 14 18 1.8 2 2
Minutes
Det 166 Results
Pk # Time Area Area %
1 16.167 1262 0.01
2 16.792 18292 0.15
3 17.058 7007 0.06
4 17.408 18547 0.15
5 17.550 12206213 97.18
6 17.708 299826 2.39
7 18.492 3311 0.03
8 18.883 522 0.00
9 19.425 5493 0.04
Totals

12560473 100.00




O

DIOSYNTHESIS

COMMITTED TO BIOMI

Sequence:

Lot#
ID#:

Project #:

Mol Wit:

Amount injected:
Amount Recovered:

Percent Recovery:

C RESEARCH

Amino Acid Analysis Data Sheet

GILGFVFTL

P8485-3

966.20

31.96 ngs
28.126 ngs

88.0%

Post Office Box 28

Lewisville, Texas 75067-0028
800.227.0627 | 972.420.8505 (Intl.)
972.420.0442 (f)

www.biosyn.com

Notes: Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis
lle-lle bond is only partially hydrolyzed and result in lower recovery of lle
AA AA in sequence | AA found in pmoles MW Amtin ngs Ave. AA in pmoles | Experimental AA found
H 0 0.000 137.14 0.000 0.00 0.0
S 0 0.000 87.08 0.000 0.00 0.0
R 0 0.000 156.19 0.000 0.00 0.0
G 2 61.350 57.05 3.500 30.68 2.1
D/N 0 0.000 114.10 0.000 0.00 0.0
E/Q 0 0.000 128.13 0.000 0.00 0.0
T 1 32.771 101.11 3.313 32.77 11
A 0 0.000 71.08 0.000 0.00 0.0
P 0 0.000 97.12 0.000 0.00 0.0
C 0 0.000 103.14 0.000 0.00 0.0
K 0 0.000 128.18 0.000 0.00 0.0
Y 0 0.000 163.18 0.000 0.00 0.0
M 0 0.000 131.20 0.000 0.00 0.0
\ 1 26.907 99.13 2.667 26.91 0.9
| 1 25.889 113.16 2.930 25.89 0.9
1L 2 59.326 113.16 6.713 29.66 2.0
F 2 61.163 147.18 9.002 30.58 2.1
W 0 0.000 186.22 0.000 0.00 0.0
Pep. Recovered 28.126
Performed by: A(,Z/}M‘; 09/25/2018
Verified by: SHpuss Lagane 09/25/2018

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Applied Biosystems Yoyager System 1054
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Acquired: 19:46:00, August 21, 2018

C:\VOYAGER\Data\P2018\P8485-4_0001.dat

mmh Lol bl

Voyager Spec #1=>SM5[BP = 1206.5, 1831]

1206.50

b))

ln.uh\l 0

P8485-4 [MW=1206.39]

Mode of operation:
Extraction mode:
Polarity:
Acquisition control:
~1831.4
Accelerating voltage:
Grid voltage:
Guide wire 0:
Extraction delay time:

Acquisition mass range:
Number of laser shots:
Laser intensity:

Laser Rep Rate:
Calibration type:
Calibration matrix:

Low mass gate:

Digitizer start time:

Bin size:

Number of data points:
Vertical scale:

Vertical offset:

Input bandwidth:

Sample well:

Plate ID:

Serial number:
Instrument name:
Plate type filename:
Lab name:

Absolute x-position:
Absolute y-position:
Relative x-position:
Relative y-posititon:
Shots in spectrum:
Source pressure:
Mirror pressure:
TC2 pressure:

TIS gate width:

TIS flight length:

12124

Mass (m/z)

T
1508.6

210

1.0

Linear
Delayed
Negative
Manual

20000 vV
91%
0.05%
100 nsec

620 - 2100 Da

100/spectrum

1948

3.0Hz

Default
a-Cyano-4-hydroxycinnamic acic
Off

17.004

2 nsec
7099
500 mV
-2%

150 MHz

34

100 WELL PLATE

1054

Voyager-DE RP
C:\VOYAGER\100 well plate.pit
PE Biosystems

16398.7
31106.7
-428.77
-960.785
14
3.4e-007
0

0.0174
30

940

Printed: 19:47, August 21, 2018



Sample Information

Acquired by : System Administrator
Sample Name : P8485-4
Sample 1D : P8485-4
Data Filename : P8485-4.Icd
Method Filename : ANAPEP_25HEAT.lcm
Date Acquired : 8/17/2018 6:18:07 PM
Data Processed : 8/17/2018 6:50:20 PM
Column: 250X4.6mm 5u C18 120A
Solvent: A:0.05%TFA in Water; B: 0.05 % TFA in ACN
ID CD-339/EQ-332
Chromatogram
P8485-4 C:\LabSolutions\Data\Project 1\Anapep2 5\P8485-4.Icd
\%
2000 o S IR ) ';ié'téétSf&
B.Cono}
1500-- ‘\
g ‘\‘.
1000~ \
500 ‘
! J"\r“-\; . ;
Qe N — - - - — "'—]—J’»~f E - ‘y;?
T L T S \ T
0 5 10 15 20 25 30
min
1 Detector A/220nm
PeakTable
Detector A 220nm o e
| Peak# | RetTime |  Area Height | Height% Area% |
} 1 15.174: 2539255 - 163776 7903 17.521
2 15.633:  11820748| 1890535 91.227 81.565
" 3 15.952 13242'4\7 o 18041 0871 0914
| Total | ) 100.000 ~100.000|




&/
OIOSYNTHESIS

COMMITTED TO BIOMIC RESEARCH

Amino Acid Analysis Data Sheet

Post Office Box 28

Lewisville, Texas 75067-0028
800.227.0627 | 972.420.8505 (Intl.)
972.420.0442 (f)

www.biosyn.com

Sequence: FMYSDFHFI

Lot# P8485-4

ID#:

Project #:

Mol Wit: 1,206.39

Amount injected: 60.48 ngs

Amount Recovered: 49.714 ngs

Percent Recovery: 82.2%

Notes: Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis

lle-lle bond is only partially hydrolyzed and result in lower recovery of lle

Performed by: /%,m/w.
Verified by: /%am Larune

09/25/2018

09/25/2018

AA AA in sequence | AA found in pmoles MW Amtinngs | Ave. AAin pmoles | Experimental AA found
H 1 41.909 137.14 5.747 41.91 1.0
S 1 40.889 87.08 3.561 40.89 1.0
R 0 0.000 156.19 0.000 0.00 0.0
G 0 0.000 57.05 0.000 0.00 0.0

D/N 1 42.135 114.10 4.808 42.14 1.0

E/Q 0 0.000 128.13 0.000 0.00 0.0
T 0 0.000 101.11 0.000 0.00 0.0
A 0 0.000 71.08 0.000 0.00 0.0
P 0 0.000 97.12 0.000 0.00 0.0
Cc 0 0.000 103.14 0.000 0.00 0.0
K 0 0.000 128.18 0.000 0.00 0.0
Y 1 43.213 163.18 7.051 43.21 1.0
M 1 43.502 131.20 5.707 43.50 1.0
V 0 0.000 99.13 0.000 0.00 0.0
| 1 38.095 113.16 4.311 38.10 0.9
L 0 0.000 113.16 0.000 0.00 0.0
F 3 125.889 147.18 18.528 41.96 3.0
W 0 0.000 186.22 0.000 0.00 0.0

Pep. Recovered 49.714

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Appiied Biosystems Yoyager System 1054

Voyager Spec #1=>SMS5[BP = 906.4, 6021]
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Acquired: 19:50:00, August 21, 2018

C:\VOYAGER\Data\P2018\P8485-5_0001.dat

P8485-5 [MW=906.18]

LLIAAJL‘AMI..A.LAAM.M_A_A] FYRTR hasn ll l‘l k. l.l Lk

Mode of operation:
Extraction mode:
Polarity:
Acquisition control:
.6021.2
Accelerating voitage:
Grid voltage:
Guide wire 0:
Extraction delay time:

Acquisition mass range:
Number of laser shots:
Laser intensity:

Laser Rep Rate:
Calibration type:
Calibration matrix:

Low mass gate:

Digitizer start time:

Bin size:

Number of data points:
Vertical scale:

Vertical offset:

Input bandwidth:

Sample well:

Plate ID:

Serial number:
Instrument name:
Plate type filename:
Lab name:

Absolute x-position:
Absolute y-position:
Relative x-position:
Relative y-posititon:
Shots in spectrum:
Source pressure:
Mirror pressure:
TC2 pressure:

TIS gate width:

TIS flight length:

1018.8

Mass (miz)

1222.2

14256

1629.0

Linear
Delayed
Negative
Manual

20000 V
91%
0.05%
100 nsec

500 - 1800 Da

100/spectrum

2000

3.0Hz

Default

a-Cyano-4-hydroxycinnamic acic
ff

15.278

2 nsec
6808
500 mv
-2%

150 MHz

35

100 WELL PLATE

1054

Voyager-DE RP
C:\VOYAGER\100 well plate.plt
PE Biosystems

22699.1
30856.9
791.58
-1210.55
10
3.114e-007
0

0.0174

30

940

Printed: 19:50, August 21, 2018



Sample Information
Acquired by : System Administrator
Sample Name : P8485-5
Sample ID : P8485-5
Data Filename : P8485-5.1cd
Method Filename :ANAPEP_25HEAT.lcm
Date Acquired : 8/17/2018 6:50:52 PM
Data Processed :8/17/2018 7:23:06 PM
Column: 250X4.6mm Su C18 120A
Solvent: A:0.05%TFA in Water; B: 0.05 % TFA in ACN
ID : CD-339/EQ-332
Chromatogram
P8485-5 C:\LabSolutions\Data\Project \Anapep25\P8485-5.1cd
mV o o S ) o L o
200 ™
150
100
50‘ i
- [ <+ T
) S _ o S R S .
1 N
4 i
ol
f - . I e EEI R e —
0 5 10 15 20 25
1 Detector A /220nm
PeakTable
Detector A 220nm o » -
| Peak# | Ret. Time Area | Height Height% |  Arca% |
| 16597 0 39909; 3762,  2.028: 4277
2 - 16.730 788690 166257 89.634 84.515
30 16997 8§1934: 10929 5.892 8.780
4, 18.560| v22660; 3 4537, 2.446 2.428
~_Total L '100.000 ~100.000




| &/
DIOSYNTHESIS

COMMITTED TO BIOMIC RESEARCH

Amino Acid Analysis Data Sheet

Sequence: CLGGLLTMV

Lot# P8485-5

I1D#:

Project #:

Mol Wt: 906.18
Amount injected: 86.4 ngs
Amount Recovered: 75.424 ngs
Percent Recovery: 87.3%

Post Office Box 28

Lewisville, Texas 75067-0028
800.227.0627 | 972.420.8505 (Intl.)
972.420.0442 (f)

www.biosyn.com

Notes: Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis
lle-lle bond is only partially hydrolyzed and result in lower recovery of lle
AA AA in sequence | AA found in pmoles MW Amt in ngs Ave. AA in pmoles | Experimental AA found
H 0 0.000 137.14 0.000 0.00 0.0
S 0 0.000 87.08 0.000 0.00 0.0
R 0 0.000 156.19 0.000 0.00 0.0
G 2 193.310 57.05 11.028 96.66 2.0
D/N 0 0.000 114.10 0.000 0.00 0.0
E/Q 0 0.000 128.13 0.000 0.00 0.0
T 1 92.760 101.11 9.379 92.76 1.0
A 0 0.000 71.08 0.000 0.00 0.0
P 0 0.000 97.12 0.000 0.00 0.0
C 1 0.000 103.14 0.000 0.00 0.0
K 0 0.000 128.18 0.000 0.00 0.0
Yo 0 0.000 163.18 0.000 0.00 0.0
M 1 97.811 131.20 12.833 97.81 1.0
V 1 100.579 99.13 9.970 100.58 1.0
| 0 0.000 113.16 0.000 0.00 0.0
L 3 284.671 113.16 32.213 94.89 2.9
= 0 0.000 147.18 0.000 0.00 0.0
W 0 0.000 186.22 0.000 0.00 0.0
Pep. Recovered 75.424
Performed by: /(\,2/’.{/;1'(’ ﬁ 09/25/2018
Verified by: SPuss Bapane 09/25/2018

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Appiied Biosystems Yoyager System 1054

Voyager Spec #1=>SM7[BP = 920.7, 508]

100- 92061

801

704

50+

% Intensity

404

204

10

g.!,.LMLJAJ.u;LJLAJJL ﬂulLl__‘dLL .

5 765

Acquired: 19:52:00, August 21, 2018

C:\WOYAGER\Data\P2018\P8485-6_0001.dat

P8485-6 [MW=920.21]

NS T U B |

-508.2

954 1223
Mass (m/z)

1681

Mode of operation:
Extraction mode:
Polarity:
Acquisition control:

Accelerating voitage:
Grid voltage:
Guide wire 0:
Extraction delay time:

Acquisition mass range:
Number of laser shots:
Laser intensity:

Laser Rep Rate:
Calibration type:
Calibration matrix:

Low mass gate:

Digitizer start time:

Bin size:

Number of data points:
Vertical scale:

Vertical offset:

Input bandwidth:

Sample well:

Plate ID:

Serial number:
Instrument name:
Plate type filename:
Lab name:

Absolute x-position:
Absolute y-position:
Relative x-position:
Relative y-posititon:
Shots in spectrum:
Source pressure:
Mirror pressure:
TC2 pressure:

TIS gate width:

TIS flight length:

Linear
Delayed
Negative
Manual

20000 V
91%
0.05%
100 nsec

500 -- 1800 Da

100/spectrum

1900

3.0Hz

Default
a-Cyano-4-hydroxycinnamic acic
Off

15.272

2 nsec
6804
500 mV
2%

150 MHz

36

100 WELL PLATE

1054

Voyager-DE RP
C:\VOYAGER\100 well plate.pit
PE Biosystems

26832.7
32734.6
-154.823
667.148

30
3.019e-007
0

0.01743

30

940

Printed: 19:53, August 21, 2018



Acquired by

Sample Information

: System Administrator
Sample Name : P8485-6
Sample ID : P8485-6
Data Filename : P8485-6.1cd
Method Filename : ANAPEP 25HEAT.Icm
Date Acquired : 8/17/2018 7:23:37 PM
Data Processed 1 8/17/2018 7:55:51 PM
Column; 250X4.6mm 5u C18 120A
Solvent: A:0.05%TFA in Water; B: 0.05 % TFA in ACN
ID CD-339/EQ-332
Chromatogram
P8485-6 C:\LabSolutions\Data\Project1\Anapep25\P8485-6.lcd
mV o - - B
200
150~ )
100-
<
50- e~
] I\ -'__L‘n o = —TTT
0 U
| T o ' “ o \ T
0 5 10 15 20
1 Detector A/220nm
PeakTable
Detector A 220nm ) .
| Peak# | Ret. Time Area Height | Height% Area %
L 16.740| 8773 1797 0.927 0.954
2 17.308| 7966 1756 0.905 0.866
3 17.426| 880332 185549 95.681 95.747
4! 17.542 2254 1593 0.822 0.245
5 17.768 8588 1388 0.716 0.934
6 18.793 6765 1203 0.621 0736
7 19.703 4754 637 0.329 _0.517
Total ) 100.000 100.000 |

__ Detector A

|
B.Conc




|/

OIOSYNTHESIS

COMMITTED TO BIOM

Sequence:

Lot#

ID#:

Project #:

Mol Wt:

Amount injected:
Amount Recovered:

Percent Recovery:

IC RESEARCH

Amino Acid Analysis Data Sheet

GLCTLVAML
P8485-6

920.21
61.36 ngs
53.747 ngs

87.6%

Post Office Box 28

Lewisville, Texas 75067-0028
800.227.0627 | 972.420.8505 (Intl.)
972.420.0442 (f)

www.biosyn.com

Notes: Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis
lle-lle bond is only partially hydrolyzed and result in lower recovery of lle

AA AA in sequence | AA foundin pmoles MW Amt in ngs Ave. AA in pmoles | Experimental AA found
H 0 0.000 137.14 0.000 0.00 0.0
S 0 0.000 87.08 0.000 0.00 0.0
R 0 0.000 156.19 0.000 0.00 0.0
G 1 71.850 57.05 4.099 71.85 1:1

D/N 0 0.000 114.10 0.000 0.00 0.0

E/Q 0 0.000 128.13 0.000 0.00 0.0
T 1 65.153 101.11 6.588 65.15 1.0
A 1 59.535 71.08 4.232 59.54 0.9
P 0 0.000 97.12 0.000 0.00 0.0
C 1 0.000 103.14 0.000 0.00 0.0
K 0 0.000 128.18 0.000 0.00 0.0
hd 0 0.000 163.18 0.000 0.00 0.0
M 1 72.518 131.20 9.514 72.52 il
\Y 1 68.909 99.13 6.831 68.91 1.0
| 0 0.000 113.16 0.000 0.00 0.0
L 3 198.684 113.16 22.483 66.23 2.9
F 0 0.000 147.18 0.000 0.00 0.0
W 0 0.000 186.22 0.000 0.00 0.0

Pep. Recovered 53.747

Performed by:

Verified by:

/\Q/W,/uz;- 09/25/2018
JHouss ‘@‘j”“ 09/25/2018

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Appiied Biosystems Voyager System 1054
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704

601

504

% Intensity

40+

304

204
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628.0 823.2

<

Acquired: 19:55:00, August 21, 2018
C:\VOYAGER\Data\P2018\P8485-7_0001.dat

Voyager Spec #1=>SM5[BP = 943.3, 2637]

943.58

Lol b s b
1018.4

oAb Al s o ]

Mass (m/z)

1213.6

P8485-7 [MW=843.18]

1408.8

Mode of operation:
Extraction mode:
Polarity:
Acquisition control:

-2637.3

Accelerating voltage:
Grid voltage:
Guide wire 0:
Extraction delay time:

Acquisition mass range:
Number of laser shots:
Laser intensity:

Laser Rep Rate:
Calibration type:
Calibration matrix:

Low mass gate:

Digitizer start time:

Bin size:

Number of data points:
Vertical scale:

Vertical offset:

Input bandwidth:

Sample well:

Plate ID:

Serial number:
Instrument name:
Plate type filename:
Lab name:

Absolute x-position:
Absolute y-position:
Relative x-position:
Relative y-posititon:
Shots in spectrum:
Source pressure:
Mirror pressure:
TC2 pressure:

TIS gate width:

TIS flight length:

Linear
Delayed
Negative
Manual

20000 VvV
91%
0.05%
100 nsec

500 -- 1800 Da

100/spectrum

2000

3.0Hz

Default
a-Cyano-4-hydroxycinnamic acic
Off

15.27

2 nsec
6804
500 mV
-2%

150 MHz

37

100 WELL PLATE

1054

Voyager-DE RP
C:\WVOYAGER\100 well plate.pit
PE Biosystems

309421
31184.5
-1125.41
-882.968
34
2.785e-007

0
0.01743
30

940

Printed: 19:56, August 21, 2018



Sample Information
Acquired by : System Administrator
Sample Name : P8485-7
Sample ID : P8485-7
Data Filename : P8485-7.1cd
Method Filename : ANAPEP_25HEAT.lcm
Date Acquired

: 8/17/2018 7:56:23 PM
: 8/17/2018 8:28:37 PM
Column:

250X4.6mm Su C18 120A
Solvent:

A:0.05%TFA in Water; B: 0.05 % TFA in ACN
ID : CD-339/EQ-332

Data Processed

Chromatogram

P8485-7 C:\LabSolutions\Data\Project 1\Anapep25\P8485-7.1cd
mV
SO e - " Detcctor A
E.Conc‘
500- \\
g |
. l‘\
250
‘('\ “\‘ ‘
A S Ly
T e —— i ﬁj
T T T T L el L A “
0 5 10 15 20 25 30
min
1 Detector A/220nm
PeakTable
Detector A 220nm B o o
( Peak## | Ret.Time |  Area |  Height ~ Height % Area %
| 1 14.954| 100555 13059 1714 2.776
2 15123 3200373| 685419  89.983 88.348
v 3] 15274 _ 270129 52178 __6.850 7.457
L4 19.296, 51387 11068 - 1.453 1419
Total | e 100.000|  100.000




' Post Office Box 28
Lewisville, Texas 75067-0028

800.227.0627 | 972.420.8505 (Intl.)

DIOSYNTHESIS

COMMITTED TO BIOMIC RESEARCH www.biosyn.com

Amino Acid Analysis Data Sheet

Sequence: NLVPMVATV

Lot# P8485-7

ID#:

Project #:

Mol Wt: 943.18

Amount injected: 134.98 ngs

Amount Recovered: 118.516 ngs

Percent Recovery: 87.8%

Notes: Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis

lle-lle bond is only partially hydrolyzed and result in lower recovery of lle

AA AA in sequence | AA found in pmoles MW Amt in ngs Ave. AAin pmoles | Experimental AA found
H 0 0.000 137.14 0.000 0.00 0.0
S 0 0.000 87.08 0.000 0.00 0.0
R 0 0.000 156.19 0.000 0.00 0.0
G 0 0.000 57.05 0.000 0.00 0.0

D/N 1 100.459 114.10 11.462 100.46 0.8

E/Q 0 0.000 128.13 0.000 0.00 0.0
T 1 125.390 101.11 12.678 125.39 1.0
A 1 114.747 71.08 8.156 114.75 0.9
P 1 142.055 97.12 13.796 142.06 1.1
C 0 0.000 103.14 0.000 0.00 0.0
K 0 0.000 128.18 0.000 0.00 0.0
Y. 0 0.000 163.18 0.000 0.00 0.0
M 1 130.763 131.20 17.156 130.76 1.0
V 3 404.892 99.13 40.137 134.96 3.2
| 0 0.000 113.16 0.000 0.00 0.0
L 1 133.703 113.16 15.130 133.70 9.1
F 0 0.000 147.18 0.000 0.00 0.0
W 0 0.000 186.22 0.000 0.00 0.0

Pep. Recovered 118.516
Performed by: /@,m;- 09/25/2018
Verified by: //lwm Lagpane 09/25/2018

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Applied Biosystems Yoyager System 1054

Voyager Spec #1=>SM5[BP = 1019.5, 7546]

1001 1019.63

804

704

60

50+

% intensity

40+

30+

104

G1L4*M“&" Aatiem v oz Wil o, L«MWMM“...AA..A.A;\AA..A.&.AM&M‘ . .

818.0 974[1.4 113I0.8 1287.2

Mass (m/z)

Acquired: 19:57:00, August 21, 2018
C:\VOYAGER\Data\P2018\P8485-8_0001.dat

P8485-8 [MW=1019.21]

1443.6

Mode of operation:
Extraction mode:
Polarity:
Acquisition control:
~7545.8
Accelerating voitage:
Grid voltage:
Guide wire O:
Extraction delay time:

Acquisition mass range:
Number of laser shots:
Laser intensity:

Laser Rep Rate:
Calibration type:
Calibration matrix:

Low mass gate:

Digitizer start time:

Bin size:

Number of data points:
Vertical scale:

Vertical offset:

Input bandwidth:

Sample well:

Plate ID:

Serial number:
Instrument name:
Plate type filename:
Lab name:

Absolute x-position:
Absolute y-position:
Relative x-position:
Relative y-posititon:
Shots in spectrum:
Source pressure:
Mirror pressure:
TC2 pressure:

TIS gate width:

TIS flight length:

1600.0

Linear
Delayed
Negative
Manual

20000 vV
91%
0.05%
100 nsec

620 - 1800 Da

150/spectrum

2000

3.0Hz

Default
a-Cyano-4-hydroxycinnamic acic
Off

17.004

2 nsec
5946
500 mV
-2%

150 MHz

38

100 WELL PLATE

1054

Voyager-DE RP
C:\VOYAGER\100 well plate.plt
PE Biosystems

38796.2
32760.1
1648.72
692.62

18
2.99e-007
0

0.01747
30

940

Printed: 19:58, August 21, 2018



Sample Information
Acquired by : System Administrator
Sample Name : P8485-8
Sample ID : P8485-8
Data Filename : P8485-8.lcd
Method Filename : ANAPEP_25HEAT.lcm
Date Acquired 1 8/17/2018 8:29:10 PM
Data Processed 1 8/17/2018 9:01:23 PM
Column: 250X4.6mm 5u C18 120A
Solvent: A:0.05%TFA in Water; B: 0.05 % TFA in ACN
ID CD-339/EQ-332
Chromatogram
P8485-8 C:\LabSolutions\Data\Project 1\Anapep25\P8485-8.1cd
mvy B L - e
~ ___Detector A'
B.Cond
500 \
250 ‘ |
b |
LI T
— . } = ‘ —
10 15 20 25 30
min
Detector A/ 220nm
PeakTable
Detector A 220nm o
Peak# Ret. Time Area [ Height Height % Area %
1 o 96847: 32581 5033 2.508
2 ~9.804; 13710481 597449 92.291 96.079
3 54597 - 17326 2,676 1.414!
__Total 100.000 100.000




|/
OIOSYNTHESIS

COMMITTED TO BIOMIC RESEARCH

Amino Acid Analysis Data Sheet

Post Office Box 28

Lewisville, Texas 75067-0028
800.227.0627 | 972.420.8505 (Intl.)
972.420.0442 (f)

www.biosyn.com

Sequence: KTGGPIYKR

Lot# P8485-8

|D#:

Project #:

Mol Wt: 1,019.21

Amount injected: 105.27 ngs

Amount Recovered: 69.583 ngs

Percent Recovery: 66.1%

Notes: Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis

lle-lle bond is only partially hydrolyzed and result in lower recovery of lle

Performed by: /@HMD

Verified by: ,%m&juo‘

09/25/2018

09/25/2018

AA AA in sequence | AA found in pmoles MW Amt in ngs Ave. AA in pmoles | Experimental AA found
H 0 0.000 137.14 0.000 0.00 0.0
S 0 0.000 87.08 0.000 0.00 0.0
R 1 71.450 156.19 11.160 71.45 1.0
G 2 143.091 57.05 8.163 71.55 2.1

D/N 0 0.000 114.10 0.000 0.00 0.0

E/Q 0 0.000 128.13 0.000 0.00 0.0
T 1 72.451 101.11 7.326 72.45 1.0
A 0 0.000 71.08 0.000 0.00 0.0
P 1 65.232 97.12 6.335 65.23 0.9
C 0 0.000 103.14 0.000 0.00 0.0
K 2 136.267 128.18 17.467 68.13 2.0
Y 1 68.880 163.18 11.240 68.88 1.0
M 0 0.000 131.20 0.000 0.00 0.0
\Y 0 0.000 99.13 0.000 0.00 0.0
| 1 69.743 113.16 7.892 69.74 1.0
L 0 0.000 113.16 0.000 0.00 0.0
F 0 0.000 147.18 0.000 0.00 0.0
W 0 0.000 186.22 0.000 0.00 0.0

Pep. Recovered 69.583

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Appiied Biosysiems Voyager System 1054

Voyager Spec #1=>SM5[BP = 1148.4, 1766]

100- 1148.54
904
804
704
60+
Fl
@B
o
2 504
=
=
404
304
204
104
QANWN pod .L‘:':_.--; ) LAJ\AIA&:MA.M,A_A__‘! ak tMJg]__L&JﬁLMUu.‘Q..L jh i bk
826.0 1020.6 1215.2

Mass (m/z)

Acquired: 20:00:00, August 21, 2018

C:\WOYAGER\Data\P2018\P8485-9_0001.dat

P8485-9 [MW=1148.42]

-AIAAA.JMA- AL JLIJ:.MMAJL W TN .AMJMMLL.L*WMM_..A‘_.O
1799.0

1409.8 1604.4

Mode of operation:

Extraction mode:

Polarity:

Acquisition control:
1765.6

Accelerating voltage:

Grid voltage:

Guide wire 0:

Extraction delay time:

r

Acquisition mass range:
Number of laser shots:
Laser intensity:

Laser Rep Rate:
Calibration type:
Calibration matrix:

Low mass gate:

Digitizer start time:

Bin size:

Number of data points:
Vertical scale:

Vertical offset:

Input bandwidth:

Sample well:

Plate ID:

Serial number:
Instrument name:
Plate type filename:
Lab name:

Absolute x-position:
Absolute y-position:
Relative x-position:
Relative y-posititon:
Shots in spectrum:
Source pressure:
Mirror pressure:
TC2 pressure:

TIS gate width:

TIS flight length:

Linear
Delayed
Negative
Manual

20000 V
91%
0.05%
100 nsec

625 -- 2000 Da

150/spectrum

2100

3.0Hz

Default
a-Cyano-4-hydroxycinnamic acic
Off

17.072

2 nsec
6690
500 mV
2%

150 MHz

39

100 WELL PLATE

1054

Voyager-DE RP
C\VOYAGER\100 well plate.plt
PE Biosystems

43216.9
33165
989.433
1087.54

46
2.668e-007
0

0.01752

30

940

Printed: 20:01, August 21, 2018



Sample Information
Acquired by : System Administrator
Sample Name : P8485-9
Sample ID : P8485-9
Data Filename : P8485-9.1cd
Method Filename : ANAPEP_25HEAT.lcm
Date Acquired :8/17/2018 9:01:55 PM
Data Processed : 8/17/2018 9:34:08 PM
Column: 250X4.6mm Su C18 120A
Solvent: A:0.05%TFA in Water; B: 0.05 % TFA in ACN
ID CD-339/EQ-332
Chromatogram
P8485-9 C:\LabSolutions\Data\Project1\Anapep25\P8485-9.1cd
mV
I o @ - ~_ Detector A
] I}%.Cond
300 \ |
200 [ '(
\
100 - 1
] L )
7 y‘l“ —— ,,,.f‘v_[LL” e - } \
N |
o 1 L
e T T ‘ - T L T } T ‘ T L [ - ;
0 5 10 15 20 25 30
min
1 Detector A/ 220nm
PeakTable
Detector A 220nm N o
| Peak# | Ret. Time Area |  Height Height % __Area%
1 12.085 65988 9242 2.631] 4.075
! 2 12.381 1496572 331013 94.227 92.421
3] 12475 56746; 11038  3.142: 3.504
* Total i - 100.000]  100.000|



&

DIOSYNTHESIS

COMMITTED TO BIOMIC RESEARCH

Sequence:

Lot#
ID#:

Project #:

Mol Wt:

Amount injected:
Amount Recovered:

Percent Recovery:
Notes:

Amino Acid Analysis Data Sheet

RVLSFIKGTK

P8485-9

1,148.42

100.68 ngs
69.169 ngs

68.7%

Post Office Box 28

Lewisville, Texas 75067-0028
800.227.0627 | 972.420.8505 (Intl.)
972.420.0442 (f)

www.biosyn.com

Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis
lle-lle bond is only partially hydrolyzed and result in lower recovery of lle

AA AA in sequence | AA found in pmoles MW Amt in ngs Ave. AA in pmoles | Experimental AA found
H 0 0.000 137.14 0.000 0.00 0.0
S 1 64.559 87.08 5.622 64.56 1.0
R il 55.739 156.19 8.706 55.74 0.9
G 1 72.970 57.05 4.163 72.97 1.2

D/N 0 0.000 114.10 0.000 0.00 0.0

E/Q 0 0.000 128.13 0.000 0.00 0.0
1 1 67.477 101.11 6.823 67.48 1.1
A 0 0.000 71.08 0.000 0.00 0.0
P 0 0.000 97.12 0.000 0.00 0.0
C 0 0.000 103.14 0.000 0.00 0.0
K 2 117.314 128.18 15.037 58.66 1.9
Y 0 0.000 163.18 0.000 0.00 0.0
M 0 0.000 131.20 0.000 0.00 0.0
\ 1 58.977 99.13 5.846 58.98 0.9
| 1 52.602 113.16 5.952 52.60 0.8
L 1 60.983 113.16 6.901 60.98 1.0
F 1 68.749 147.18 10.118 68.75 1.1
W 0 0.000 186.22 0.000 0.00 0.0

Pep. Recovered 69.169
Performed by: /@ﬂzﬁ% 09/25/2018
Verified by: JHowsn Lapane 09/25/2018

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Applied Biosysiems Yoyager System 1054
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Voyager Spec #1=>SM5[BP = 980.1, 2450}

980.22
P8485-10 [MW=980.19]

”M“_-lﬂ_“\h : 'L}l lb}%;,JJl:OAkL*ll-AA ‘J_'w_xd..h. v b Sl ¥ lquL-AA’LMuLL.,)lA“Ju Ladss TRTS PR LINW “-WMMMMMO

821.4 1000.8 1180.2 1359.6

Mass (m/z)

Acquired: 20:03:00, August 21, 2018

C:\WOYAGER\Data\P2018\P8485-10_0001.dat

Mode of operation:
Extraction mode:
Polarity:
Acquisition control:
~2450.4
Accelerating voltage:
Grid voltage:
Guide wire 0:
Extraction delay time:

Acquisition mass range:
Number of laser shots:
Laser intensity:

Laser Rep Rate:
Calibration type:
Calibration matrix:

Low mass gate:

Digitizer start time:

Bin size:

Number of data points:
Vertical scale:

Vertical offset:

Input bandwidth:

Sample well:

Plate ID:

Serial number:
Instrument name:
Plate type filename:
Lab name:

Absolute x-position:
Absolute y-position:
Relative x-position:
Relative y-posititon:
Shots in spectrum:
Source pressure:
Mirror pressure:
TC2 pressure:

TIS gate width:

TIS flight length:

1539.0

Linear
Delayed
Negative
Manual

20000V
91%
0.05%
100 nsec

610 -- 2000 Da

100/spectrum

2000

3.0Hz

Default
a-Cyano-4-hydroxycinnamic acic
Off

16.86

2 nsec
6791
500 mV
-2%

150 MHz

42

100 WELL PLATE

1054

Voyager-DE RP
C:\VOYAGER\100 well plate.plt
PE Biosystems

5860.61
27057
-806.894
69.4885

22
2.538e-007
0

0.01759

30

940

Printed: 20:03, August 21, 2018



Acquired by
Sample Name
Sample ID
Data Filename
Method Filename
Date Acquired
Data Processed

: P8485-1

0

: P8485-10
: P8485-10.1cd

: ANAPEP_25HEAT.lem
: 8/17/2018 9:34:39 PM
:8/17/2018 10:06:53 PM

Sample Information
: System Administrator

Column: 250X4.6mm Su C18 120A
Solvent: A:0.05%TFA in Water; B: 0.05 % TFA in ACN
ID CD-339/EQ-332
Chromatogram
P8485-10 C:\LabSolutions\Data\Project1\Anapep25\P8485-10.Icd
mV
750- - e - ,__D,e_‘geCtm
7 B.Conc‘i
500~
i . \
; :\
250 3 ~‘
- ! |
. B
e Lo
A - T T \ —
0 5 10 15 20 25 30
min
Detector A/ 220nm
PeakTable
Detector A220nm o o e
! Peak# Ret. Time Area | Height . _Height% | Area%
1 1.258 252586 702 ~ 0.096 5.725
o 2 9.983 84596 10526 1.437 1.917
3 10.109] 3865648 712584 97.271 87.621
4 10.361 1208963 8761 1196 4.736
Total, 100.000 100.000




‘ ! Post Office Box 28
Lewisville, Texas 75067-0028

800.227.0627 | 972.420.8505 (Intl.)

DIOSYNTHESIS

COMMITTED TO BIOMIC RESEARCH www.biosyn.com

Amino Acid Analysis Data Sheet

Sequence: ILRGSVAHK

Lot# P8485-10

ID#:

Project #:

Mol Wit: 980.19

Amount injected: 96.47 ngs

Amount Recovered: 62.804 ngs

Percent Recovery: 65.1%

Notes: Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis

lle-lle bond is only partially hydrolyzed and result in lower recovery of lle

AA AA in sequence | AA found in pmoles MW Amt in ngs Ave. AA in pmoles | Experimental AA found
H 1 65.524 137.14 8.986 65.52 1.0
S 1 62.483 87.08 5.441 62.48 1.0
R 1 66.623 156.19 10.406 66.62 1.0
G 1 67.140 57.05 3.830 67.14 1.0

D/N 0 0.000 114.10 0.000 0.00 0.0

E/Q 0 0.000 128.13 0.000 0.00 0.0
T 0 0.000 101.11 0.000 0.00 0.0
A 1 63.316 71.08 4.501 63.32 1.0
P 0 0.000 97.12 0.000 0.00 0.0
C 0 0.000 103.14 0.000 0.00 0.0
K 1 67.532 128.18 8.656 67.53 1.0
Y 0 0.000 163.18 0.000 0.00 0.0
M 0 0.000 131.20 0.000 0.00 0.0
V 1 67.016 99.13 6.643 67.02 1.0
| 1 61.713 113.16 6.983 61.71 0.9
L 1 65.017 113.16 7.357 65.02 1.0
F 0 0.000 147.18 0.000 0.00 0.0
W 0 0.000 186.22 0.000 0.00 0.0

Pep. Recovered 62.804

Performed by: /\Q/}% %‘/- 09/25/2018
Verified by: SPpuss Bagane 09/25/2018

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Applied Biosystems Voyager System 1099

o - Mode of operation: Linear
Voyager Spec #1=>SM5[BP = 1144.2, 15040] Extraction mode: Delayed
Polarity: Negative
Acquisition control: Manual
100~ 1144.05 r1“r,E+4
Accelerating voltage: 20000 V
P8485-11 [MW= 1143.31] Grid voltage: 92%
Guide wire 0: 0.01%
Extraction delay time: 300 nsec
90
Acquisition mass range: 500 - 2200 Da
Number of laser shots: 100/spectrum
Laser intensity: 1741
Laser Rep Rate: 3.0Hz
804 Calibration type: Default
Calibration matrix: a-Cyano-4-hydroxycinnamic acic
Low mass gate: Off
Digitizer start time: 14.568
Bin size: 2 nsec
701 Number of data points: 7947
Vertical scale: 200 mvV
Vertical offset: 0%
Input bandwidth: 150 MHz
60
Sample well: 13
Plate ID: 100 WELL PLATE
- Serial number: 1099
'§ Instrument name: Voyager-DE
£ 504 Plate type filename: C:\WOYAGER\100 well plate.plt
x Lab name: BioSynthesis, Inc
Absolute x-position: 11732.8
Absolute y-position: 40836.2
40 Relative x-position: -14.6559
Relative y-posititon: -1391.33
Shots in spectrum: 21
Source pressure: 2.481e-007
Mirror pressure: 0
30 TC2 pressure: 0.001
TIS gate width: 30
TIS flight length: 940
204
10+
1100[45
1288.35
0 -t st i - " T LAMWA&M&MMWM.O
499.0 799.4 1099.8 1400.2 1700.6 2001.0
Mass (m/z)

Acquired: 09:32:00, August 20, 2018 Printed: 09:33, August 20, 2018

C:\VOYAGER\Data\PEPTIDE 2018 1\P8485-11_0001.dat



Acquired by

Sample Information

: System Administrator
Sample Name : P8485-11
Sample ID : P8485-11
Data Filename : P8485-11.1cd
Method Filename :ANAPEP_25HEAT.Icm
Date Acquired : 8/17/2018 10:07:26 PM
Data Processed 1 8/17/2018 10:39:39 PM
Column: 250X4.6mm 5u C18 120A
Solvent: A:0.05%TFA in Water; B: 0.05 % TFA in ACN
1D CD-339/EQ-332
Chromatogram
P8485-11 C:\LabSolutions\Data\Project 1\Anapep25\P8485-11.lcd
1500-{ o ) ” T ~ o 1')’e't‘€ct&"A
E.Conc
/ |
1 i !
1000 '
|
| . L
500~
] | L
I _
[ e Vit B T — T
1 ‘ T H T T ‘ T \ T T “‘ E—
0 5 10 15 20 25 30
min
1 Detector A/220nm
PeakTable
Detector A 220nm N
|__Peak# Ret. Time |  Area Height Height % Area %
[ 15.150 225257 36088 2.243 3.378
! 2 15.236 6144161 1413559 87.864 92.137
3 15.308 299073 159153 9.893 4.485
“Total | 100.000 100.000




\

DIOSYNTHESIS

COMMITTED TO BIOMIC RESEARCH

Sequence:

Lot#

ID#:

Project #:

Mol Wit:

Amount injected:
Amount Recovered:

Percent Recovery:
Notes:

Amino Acid Analysis Data Sheet

RVRAYTYSK
P8485-11

1,143.31
121.8 ngs
83.554 ngs

68.6%

Post Office Box 28

Lewisville, Texas 75067-0028
800.227.0627 | 972.420.8505 (Intl.)
972.420.0442 (f)

www.biosyn.com

Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis

lle-lle bond is only partially hydrolyzed and result in lower recovery of lle

Performed by:

Verified by:

Pitrecdies 09/25/2018
SPouss Lagane 09/25/2018

AA AA in sequence [ AA found in pmoles MW Amt in ngs Ave. AA in pmoles | Experimental AA found
H 0 0.000 137.14 0.000 0.00 0.0
S 1 77.775 87.08 6.773 77.78 1.0
R 2 138.369 156.19 21.612 69.18 1.9
G 0 0.000 57.05 0.000 0.00 0.0

D/N 0 0.000 114.10 0.000 0.00 0.0

E/Q 0 0.000 128.13 0.000 0.00 0.0
T 1 79.197 101.11 8.008 79.20 1.1
A 1 76.694 71.08 5.451 76.69 1.0
P 0 0.000 97.12 0.000 0.00 0.0
] 0 0.000 103.14 0.000 0.00 0.0
K 1 80.369 128.18 10.302 80.37 1.1
Y 2 156.323 163.18 25.509 78.16 2.1
M 0 0.000 131.20 0.000 0.00 0.0
\Y 1 59.517 99.13 5.900 59.52 0.8
| 0 0.000 113.16 0.000 0.00 0.0
L 0 0.000 113.16 0.000 0.00 0.0
F 0 0.000 147.18 0.000 0.00 0.0
W 0 0.000 186.22 0.000 0.00 0.0

Pep. Recovered 83.554

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Applied Biosystems Voyager System 1054

100~ 1070.74

804

70+

504

% Intensity

404

304

204

M‘AMM &mai_.mn,skw il

e~

L

7190 955.2

Acquired: 20:59:00, August 21, 2018

C:\VOYAGER\Data\P2018\P8485-12_0001.dat

Mass (m/z)

Voyager Spec #1=>SM5[BP = 1070.7, 1491]

P8485-12 [MW=1070.27]

Mode of operation: Linear
Extraction mode: Delayed
Polarity: Positive
Acquisition control: Manuat
14911
Accelerating voltage: 20000 V
Grid voltage: 91%
Guide wire 0: 0.05%

Extraction delay time: 100 nsec

Acquisition mass range: 610 -- 2000 Da
Number of laser shots: 100/spectrum

Laser intensity: 2000

Laser Rep Rate: 3.0Hz

Calibration type: Default

Calibration matrix: a-Cyano-4-hydroxycinnamic acic
Low mass gate: Off

Digitizer start time: 16.872

Bin size: 2 nsec

Number of data points: 6795

Vertical scale: 500 mvV

Vertical offset: -1.1%

Input bandwidth: 150 MHz

Sample well: 13

Plate ID: 100 WELL PLATE

Serial number: 1054

Instrument name: Voyager-DE RP

Plate type filename: C:\VOYAGER\100 well plate.pit
Lab name: PE Biosystems

Absolute x-position: 11387.3
Absolute y-position: 44621.8

Relative x-position: -360.206
Relative y-posititon: 2394.28
Shots in spectrum: 46

Source pressure: 2.522e-007
Mirror pressure: 0

TC2 pressure: 0.01843
TIS gate width: 30

TIS flight length: 940

0
0.0

Printed: 21:00, August 21, 2018



Acquired by

Sample Information

: System Administrator
Sample Name : P8485-12
Sample ID : P8485-12
Data Filename 1 P8485-12.1cd
Method Filename :ANAPEP_25HEAT.lcm
Date Acquired : 8/17/2018 10:40:12 PM
Data Processed :8/17/2018 11:12:25 PM
Column: 250X4.6mm 5u C18 120A
Solvent: A:0.05%TFA in Water; B: 0.05 % TFA in ACN
D CD-339/EQ-332
Chromatogram
P8485-12 C:\LabSolutions\Data\Project 1\Anapep25\P8485-12.lcd
mV o B - - )
o
300-
200 ’
100 o
ol !
1 1 T I
0 5 10 15 20
1 Detector A/220nm
PeakTable
Detector A 220nm ) -
Peak# | Ret. Time ~_Area Height Height % Area %
1 12942 270121 8856 2,629 1.792
2 13.020 1414424 313177 92980 93.840
3 13.108 65833 14787 4.390 4.368
Total| 100.000 100.000

___Detector A

%.Coné




' : ! Post Office Box 28
Lewisville, Texas 75067-0028

800.227.0627 | 972.420.8505 (Intl.)

DIOSYNTHESIS

COMMITTED TO BIOMIC RESEARCH www.biosyn.com

Amino Acid Analysis Data Sheet

Sequence: RLRAEAQVK

Lot# P8485-12

ID#:

Project #:

Mol Wit: 1,070.27

Amount injected: 121.08 ngs

Amount Recovered: 81.248 ngs

Percent Recovery: 67.1%

Notes: Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis

lle-lle bond is only partially hydrolyzed and result in lower recovery of lle

AA AA in sequence | AA found in pmoles MW Amt in ngs Ave. AA in pmoles | Experimental AA found
H 0 0.000 137.14 0.000 0.00 0.0
S 0 0.000 87.08 0.000 0.00 0.0
R 2 167.784 156.19 26.206 83.89 2.2
G 0 0.000 57.05 0.000 0.00 0.0

D/N 0 0.000 114.10 0.000 0.00 0.0

E/Q 2 151.015 128.13 19.350 75.51 2.0
T 0 0.000 101.11 0.000 0.00 0.0
A 2 149.935 71.08 10.657 74.97 2.0
P 0 0.000 97.12 0.000 0.00 0.0
Cc 0 0.000 103.14 0.000 0.00 .00
K 1 71.318 128.18 9.142 71.32 0.9
Y 0 0.000 163.18 0.000 0.00 0.0
M 0 0.000 131.20 0.000 0.00 0.0
\Y 1 69.638 99.13 6.903 69.64 0.9
| 0 0.000 113.16 0.000 0.00 0.0
k. 1 79.450 113.16 8.991 79.45 1.0
E 0 0.000 147.18 0.000 0.00 0.0
W 0 0.000 186.22 0.000 0.00 0.0

Pep. Recovered 81.248
Performed by: /\\Q/;m 09/25/2018
Verified by: [V ovsn Bazpane 09/25/2018

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Appliad Biosystems Yoyager System 1054

1001

80

701

60+

504

% Intensity

40+

30+

204

o

609.0

Min‘h -Al,.uLlL]l_l.-,ﬂLl-L,».‘Ll“ llTJ.L .

911,92

949.49

Voyager Spec #1=>SM5[BP = 911.9, 1000]

P8485-13 [MW=911.12]

.Llh. AJJ 1.'71“ A“Ll..r‘lml LIIQL.IJ l,l_gmm“llnn A.ill I‘ J l.lu l,h |

Mode of operation:
Extraction mode:
Polarity:
Acquisition control:
.1000.2
Accelerating voltage:
Grid voltage:
Guide wire 0:
Extraction delay time:

Acquisition mass range:
Number of laser shots:
Laser intensity:

Laser Rep Rate:
Calibration type:
Calibration matrix:

Low mass gate:

Digitizer start time:

Bin size:

Number of data points:
Vertical scale:

Vertical offset:

Input bandwidth:

Sampie well:

Plate ID:

Serial number:
Instrument hame:
Plate type filename:
Lab name:

Absolute x-position:
Absolute y-position:
Relative x-position:
Relative y-posititon:
Shots in spectrum:
Source pressure:
Mirror pressure:
TC2 pressure:

TIS gate width:

TIS flight length:

886.8

Acquired: 21:05:00, August 21, 2018

C:\WOYAGER\Data\P2018\P8485-13_0001.dat

Mass (m/z)

1164.6 1442.4 1720.2 1998.0

Linear
Delayed
Positive
Manual

20000 V
91%
0.05%
100 nsec

610 -- 2000 Da

100/spectrum

1900

3.0Hz

Default
a-Cyano-4-hydroxycinnamic acic
Off

16.872

2 nsec
6795
500 mv
-1.1%
150 MHz

14

100 WELL PLATE

1054

Voyager-DE RP
C:\WOYAGER\100 well plate.pit
PE Biosystems

18470.1
41426.6
1642.62
-800.892
22
2.295e-007

0
0.01862

30
940

Printed: 21:06, August 21, 2018



Acquired by
Sample Name
Sample ID

Data Filename
Method Filename
Date Acquired
Data Processed

: P8485-13.Icd

Sample Information
: System Administrator

: P8485-13
: P8485-13

:ANAPEP_25HEAT.lcm
:8/17/2018 11:12:55 PM
:8/17/2018 11:45:09 PM

Column: 250X4.6mm 5u C18 120A
Solvent: A:0.05%TFA in Water; B: 0.05 % TFA in ACN
ID CD-339/EQ-332
Chromatogram
P8485-13 C:\LabSolutions\Data\Project1\Anapep25\P8485-13.Icd
mV i -
400- ~
300~
200~
100 !
i ) 1“\ “
i e S
I I
RO — - . — S
0 5 10 i5 20
1 Detector A/220nm
PeakTable
Detector A 220nm o e
. Peak# Ret. Time Area . Height : Height% | Area%
L 1 ~13.055 10803, 1891 0512  0.650]
}' 2 13.223 1599694 360182 97.491 96.215
L 3 13.519 52122| 7379 1.997, 3.135]
{ Tota B 100.000 100.000

Detector Al

\
B.Conc




\
DIOSYNTHESIS

COMMITTED TO BIOMIC RESEARCH

Amino Acid Analysis Data Sheet

Post Office Box 28

Lewisville, Texas 75067-0028
800.227.0627 | 972.420.8505 (Intl.)
972.420.0442 (f)

www.biosyn.com

Sequence: SIIPSGPLK

Lot# P8485-13

ID#:

Project #:

Mol Wt: 911.12

Amount injected: 66.77 ngs

Amount Recovered: 51.816 ngs

Percent Recovery: 77.6%

Notes: Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis

lle-lle bond is only partially hydrolyzed and result in lower recovery of lle

; 2 7
Performed by: /‘\’%’M‘/

Verified by: SPuss @3«»‘

09/25/2018

09/25/2018

AA AA in sequence | AA found in pmoles MW Amt in ngs Ave. AA in pmoles | Experimental AA found
H 0 0.000 137.14 0.000 0.00 0.0
S 2 121.701 87.08 10.598 60.85 1.8
R 0 0.000 156.19 0.000 0.00 0.0
G 1 71.377 57.05 4.072 71.38 1.0

D/N 0 0.000 114.10 0.000 0.00 0.0

E/Q 0 0.000 128.13 0.000 0.00 0.0
T 0 0.000 101.11 0.000 0.00 0.0
A 0 0.000 71.08 0.000 0.00 0.0
P 2 140.918 97.12 13.686 70.46 2.1
C 0 0.000 103.14 0.000 0.00 0.0
K 1 70.073 128.18 8.982 70.07 1:0
Y 0 0.000 163.18 0.000 0.00 0.0
M 0 0.000 131.20 0.000 0.00 0.0
V 0 0.000 99.13 0.000 0.00 0.0
| 2 58.400 113.16 6.609 29.20 0.9
L 1 69.549 113.16 7.870 69.55 1.0
F 0 0.000 147.18 0.000 0.00 0.0
W 0 0.000 186.22 0.000 0.00 0.0

Pep. Recovered 51.816

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Applied Biosystems Yoyager System 1054

Voyager Spec #1=>SM5[BP = 1136.3, 13420]

1004

904

801

704

604

504

% Intensity

40+

304

204

10

1136.51

- W(hL.wu.L.um...,..u o
o PR o

609.0

887.2 1165.4
Mass (m/z)

Acquired: 21:19:00, August 21, 2018

C:\VOYAGER\Data\P2018\P8485-14_0001.dat

weod b wban b ek ol abta e L_ﬁ’LN‘LA‘“AL'-:‘g‘"MW

1443.6

P8485-14 [MW=1136.28]

Mode of operation:
Extraction mode:
Polarity:
Acquisition control:
~1.3E+4
Accelerating voltage:
Grid voltage:
Guide wire 0:
Extraction delay time:

Acquisition mass range:
Number of laser shots:
Laser intensity:

Laser Rep Rate:
Calibration type:
Calibration matrix:

Low mass gate:

Digitizer start time:

Bin size:

Number of data points:
Vertical scale:

Vertical offset:

Input bandwidth:

Sample well:

Plate ID:

Serial number:
Instrument name:
Piate type filename:
Lab name:

Absolute x-position:
Absolute y-position:
Relative x-position:
Relative y-posititon:
Shots in spectrum:
Source pressure:
Mirror pressure:
TC2 pressure:

TIS gate width:

TIS flight length:

1721.8

200

Linear
Delayed
Positive
Manual

20000 V
91%
0.05%
100 nsec

610 - 2000 Da

100/spectrum

1900

3.0Hz

Default
a-Cyano-4-hydroxycinnamic acic
Off

16.884

2 nsec
6799
500 mV
-1.1%
150 MHz

15

100 WELL PLATE

1054

Voyager-DE RP
C:\WOYAGER\100 well piate.pit
PE Biosystems

23095.1
41917.6
1187.62
-309.886
10
1.998e-007
0

0.01872

30

940

Printed: 21:19, August 21, 2018



Acquired by

Sample Information

: System Administrator
Sample Name : P8485-14
Sample ID : P8485-14
Data Filename : P8485-14.1cd
Method Filename :ANAPEP_25HEAT.lcm
Date Acquired :8/17/2018 11:45:41 PM
Data Processed :8/18/2018 12:17:55 AM
Column: 250X4.6mm Su C18 120A
Solvent: A:0.05%TFA in Water; B: 0.05 % TFA in ACN
ID CD-339/EQ-332
Chromatogram
P8485-14 C:\LabSolutions\Data\Project 1\Anapep25\P8485-14.lcd
mV
o w i . Detector A
|
.Cong
300 j B
\
\
200~ ‘
] ,1 \
100 [ '\
] - rr«{ \
3 ! ~ lL _ i — )
N T SR — \
(S N L
- L o I T N T N 1~ ‘ T N I'ii* [ A
0 5 10 15 20 25 30
min
1 Detector A/220nm
PeakTable
Detector A 220nm B
Peak# | Ret. Time _Area | Height Height % Area %
1, 9842 385911 9419 2.764 1.769
2 9.961 2126831 323594 94949, 97470
3 10.100 16621 7797 2.288 0.762
Total o 100.000 ~100.000




\
DIOSYNTHESIS

COMMITTED TO BIOMIC RESFEARCH

Amino Acid Analysis Data Sheet

Post Office Box 28

Lewisville, Texas 75067-0028
800.227.0627 | 972.420.8505 (Intl.)
972.420.0442 (f)

www.biosyn.com

Sequence: AVFDRKSDAK

Lot# P8485-14

ID#:

Project #:

Mol Wit: 1,136.28

Amount injected: 116.48 ngs

Amount Recovered: 79.675 ngs

Percent Recovery: 68.4%

Notes: Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis

lle-lle bond is only partially hydrolyzed and result in lower recovery of lle

Performed by: /\Q/}m

Verified by: Pwsn Bagane

09/25/2018

09/25/2018

AA AA in sequence | AA found in pmoles MW Amt in ngs Ave. AA in pmoles | Experimental AA found
H 0 0.000 137.14 0.000 0.00 0.0
S 1 67.711 87.08 5.896 67.71 1.0
R 1 77.740 156.19 12.142 77.74 1.4
G 0 0.000 57.05 0.000 0.00 0.0

D/IN 2 150.436 114.10 17.165 75.22 2.2

E/Q 0 0.000 128.13 0.000 0.00 0.0
T 0 0.000 101.11 0.000 0.00 0.0
A 2 149.289 71.08 10.611 74.64 2.2
P 0 0.000 97.12 0.000 0.00 0.0
C 0 0.000 103.14 0.000 0.00 0.0
K 2 155.755 128.18 19.965 77.88 2.2
XY 0 0.000 163.18 0.000 0.00 0.0
M 0 0.000 131.20 0.000 0.00 0.0
\ 1 55.174 99.13 5.469 55.17 0.8
| 0 0.000 113.16 0.000 0.00 0.0
L 0 0.000 113.16 0.000 0.00 0.0
F 1 57.251 147.18 8.426 57.25 0.8
wW 0 0.000 186.22 0.000 0.00 0.0

Pep. Recovered 79.675

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



Applied Bicsystems Yoyager System 1054

Voyager Spec #1=>SM5[BP = 1021.3, 4999]

100- 1021.54 P8485-15 [MW=1021.23]

904
80
704
60+

501

% Intensity

40+

304

20+

104

MI.A.IJA.&_LL_; J_JLAL_!LL-ilAMJ i ;I}{@.y J-;,‘g-‘lét i.;nl... uanlldl Lu L,__A_lLLL.u“ e nuMLMlAL' VLI TR WU AE R 7Y XA U TT) ’Al i

Mode of operation:
Extraction mode:
Polarity:
Acquisition control:
.4998.8
Accelerating voltage:
Grid voltage:
Guide wire 0:
Extraction delay time:

Acquisition mass range:
Number of laser shots:
Laser intensity:

Laser Rep Rate:
Calibration type:
Calibration matrix:

Low mass gate:

Digitizer start time:

Bin size:

Number of data points:
Vertical scale:

Vertical offset:

Input bandwidth:

Sample well:

Plate ID:

Serial number:
Instrument name:
Plate type filename:
Lab name:

Absolute x-position:
Absolute y-position:
Relative x-position:
Relative y-posititon:
Shots in spectrum:
Source pressure:
Mirror pressure:
TC2 pressure:

TIS gate width:

TIS flight length:

«©

]
665.0 896.4 1127.8 1359.2
Mass (m/z)

Acquired: 21:22:00, August 21, 2018

C:\VOYAGER\Data\P2018\P8485-15_0001.dat

t
1690.6

182

Linear
Delayed
Positive
Manual

20000 V
91%
0.05%
100 nsec

610 -- 2000 Da

100/spectrum

1900

3.0Hz

Default
a-Cyano-4-hydroxycinnamic acic
Off

16.886

2 nsec
6801
500 mV
-1.1%
150 MHz

16

100 WELL PLATE

1054

Voyager-DE RP
C:\WVOYAGER\100 weli plate.pit
PE Biosystems

26131.7
43295.5
-855.823
1067.97
18
1.99e-007
0

0.01872
30

940

Printed: 21:22, August 21, 2018



Sample Information
Acquired by : System Administrator
Sample Name : P8485-15
Sample ID : P8485-15
Data Filename : P8485-15.1cd
Method Filename : ANAPEP 25HEAT.Icm
Date Acquired :8/18/2018 12:18:26 AM
Data Processed : 8/18/2018 12:50:39 AM
Column: 250X4.6mm 5u C18 120A
Solvent: A:0.05%TFA in Water; B: 0.05 % TFA in ACN
ID CD-339/EQ-332
Chromatogram
P8485-15 C:\LabSolutions\Data\Project 1\Anapep25\P8485-15.lcd
mV - - ~ » o -
i S ____Detector A
300- LX}.Conoi
f b
i b
200~ ‘ - \ \
'/ |
100 L
H %) g
oo |
l‘ LA T T T L E e T T T T - """l
0 5 10 15 20 25 30
min
1 Detector A/220nm
PeakTable
Detector A 220nm - e
| Peaki# __ Ret. Time Area _ Height Height% |  Area%
1 _13.166 65857 7154 2192 4.437
2 13.683 1388273 307708 94278  93.528
3r 13.775 30208 11522 3.530 2.035
Total, 100.000 100.000
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DIOSYNTHESIS

COMMITTED TO BIOMIC RESEARCH

Sequence:

Lot#
ID#:

Project #:

Mol Wt:

Amount injected:
Amount Recovered:

Percent Recovery:

Amino Acid Analysis Data Sheet

IVTDFSVIK
P8485-15

1,021.23

38.57 ngs
30.704 ngs

79.6%

Post Office Box 28

Lewisville, Texas 75067-0028
800.227.0627 | 972.420.8505 (Intl.)
972.420.0442 (f)

www.biosyn.com

Notes: Cys and Trp are destroyed during HCI hydrolysis and are not included in analysis
lle-Val bond is only partially hydrolyzed and result in lower recovery of lle and Val

AA AA in sequence | AA found in pmoles M wW Amtin ngs Ave. AA in pmoles | Experimental AA found
H 0 0.000 137.14 0.000 0.00 0.0
S 1 40.672 87.08 3.542 40.67 0.9
R 0 0.000 156.19 0.000 0.00 0.0
G 0 0.000 57.05 0.000 0.00 0.0

D/N 1 42.499 114.10 4.849 42.50 1.0

E/Q 0 0.000 128.13 0.000 0.00 0.0
T 1 43.688 101.11 4.417 43.69 1.0
A 0 0.000 71.08 0.000 0.00 0.0
P 0 0.000 97.12 0.000 0.00 0.0
C 0 0.000 103.14 0.000 0.00 0.0
K 1 39.508 128.18 5.064 39.51 0.9
Y 0 0.000 163.18 0.000 0.00 0.0
M 0 0.000 131.20 0.000 0.00 0.0
V 2 29.457 99.13 2.920 14.73 0.7
| 2 22.984 113.16 2.601 11.49 0.5
L 0 0.000 113.16 0.000 0.00 0.0
F 1 49.672 147.18 7.311 49.67 1.1
W 0 0.000 186.22 0.000 0.00 0.0

Pep. Recovered 30.704

Performed by: }:%}%’( ;AT/

Verified by: JPouss @3»«‘&

09/25/2018

09/25/2018

Bio-Synthesis, a provider of reliable and innovative products and services to the Life-Science, Diagnostic and Pharmaceutical community.



£ pplied Biosysiems Yoyager System 1054

% Intensity

Acquired: 21:30:00, August 21, 2018
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C:\VOYAGER\Data\P2018\P8485-16_0002.dat

1021.51

u

Voyager Spec #1=>SM5[BP = 955.1, 2221}

2. 1399.6

Mass (miz)

P8485-16 [MW=955.14]

Y TR WUR I

1646.8

Mode of operation:
Extraction mode:
Polarity:
Acquisition control:
-2221.4
Accelerating voltage:
Grid voltage:
Guide wire 0:
Extraction delay time:

Acquisition mass range:
Number of laser shots:
Laser intensity:

Laser Rep Rate:
Calibration type:
Calibration matrix:

Low mass gate:

Digitizer start time:

Bin size:

Number of data points:
Vertical scale:

Vertical offset:

Input bandwidth:

Sample well:

Plate ID:

Serial number:
Instrument name:
Plate type filename:
Lab name:

Absolute x-position:
Absolute y-position:
Relative x-position:
Relative y-posititon:
Shots in spectrum:
Source pressure:
Mirror pressure:
TC2 pressure:

TIS gate width:

TIS flight length:

Linear
Delayed
Negative
Manual

20000 V
91%
0.05%
100 nsec

610 - 2000 Da

100/spectrum

2000

3.0Hz

Default
a-Cyano-4-hydroxycinnamic acic
Off

16.888

2 nsec
6802
500 mv
-1.1%
150 MHz

17

100 WELL PLATE

1054

Voyager-DE RP
C:\VOYAGER\W00 well plate.plt
PE Biosystems

33216.6
42923.5
1149.07
695.97

14
1.839e-007

0
0.01857
30

940

Printed: 21:31, August 21, 2018



HPLC Report

Sample ID: P8485-16
Method: D:\32Karat\Methods\Monolithic_1.met
File Name: D:\32Karat\Projects\Default\Data\P8485-16
Wavelength: 220nm
HPLC ID# CD-069/EQ-380
0.06 0.06
N
: I /’/// |
0.04 - X = “‘ -0.04
| I b
| I
2 A ‘ 2
7
0.02 /.// i - 0.02
| 7 o .
o ‘T\ _ i —
| o . 2 AN Wy :
000 4 T N .- 0.00
F """" “ ”
25 50 75 100 125 150 17.5 00 256
Minutes
Pk # Retention Time Area Area Percent
1 12.183 9871 1.229
2 12.667 788507 98.152
3 13.117 4971 0.619
Totals | ‘
803349 100.000




